
Supplementary Table 3: Retrospective Power Analysis
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* Because the homozygous risk genotype was not observed, the homozygous relative risk could not be calculated, and was therefore 
estimated as two times the risk of the heterozygotes.
The power calculations were performed for a two-sided level of α = 0.05 and based on the prevalence of AMD according to van 
Leeuwen R, Klaver CC, Vingerling JR, Hofman A, de Jong PT (2003) Epidemiology of age-related maculopathy: a review. Eur J 
Epidemiol 18: 845-854.

I62V (CFH)

Y402H (CFH)

IVS 9 (CFH)

A473A (CFH)

IVS 15 (CFH)

0.942

rs2230199 6.62 0.723


