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	Cluster
	Type
	From
	To
	Most similar known cluster
	% genes similarity
	MIBiG BGC-ID
	Fig.Ref.

	1
	Resorcinol-Nrps
	308897
	385213
	Bacillibactin biosynthetic gene cluster
	23
	BGC0000309_c1
	4A

	2
	Terpene
	1224612
	1246342
	Burkholderic acid biosynthetic gene cluster
	13
	BGC0001120_c1
	4D

	3
	Ectoine
	2723292
	2733684
	Ectoine biosynthetic gene cluster
	75
	BGC0000853_c1
	4C

	4
	T1pks-Cf_saccharide
	3768090
	3815664
	Emulsan biosynthetic gene cluster
	9
	BGC0000760_c1
	4B



