Supplemental Table 5. Change in LINE1 DNA methylation status (Delta T1 – T0 percentage) during MTX therapy in relation to MTX-induced oral mucositis per single CpG site  
	Delta T1-T0 global LINE1
DNA methylation
	No Mucositis  n (%)
Mucositis        n (%)
	Change in methylation
	p-value

	LINE1 - CpG1, mean ± SD
	61 (78)
17 (22)
	3.9 ± 3.4
3.3 ± 4.0
	0.564

	LINE1 - CpG2, median (range)
	63 (79)
17 (21)
	1.3 (-1.0 – +6.3)
0.7 (-1.0 – +5.3)
	0.532

	LINE1 - CpG3, mean ± SD
	63 (79)
17 (21)
	-0.9 ± 12.6
  0.8 ± 1.4 
	0.573

	LINE1 - CpG5, mean ± SD
	61 (78)
17 (22)
	0.4 ± 1.2
0.4 ± 1.2
	0.911

	LINE1 - CpG6.7, mean ± SD
	59 (80)
15 (20)
	-1.9 ± 13.5 
 0.7 ± 1.9
	0.458

	LINE1 - CpG8.9, median (range)
	63 (79)
17 (21)
	1.0 (-1.0 – +3.3)
0.3 (-1.7 – +3.3)
	0.255

	LINE1 - CpG11.12, median (range)
	65 (79)
17 (21)
	1.0 (-1.0 – +3.7)
0.3 (-1.7 – +3.8)
	0.037
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