S4 Table. All protein candidates identified from Hyaloperonospora arabidopsidis genome by the three methods. 
	Accession number
	PLS-AA
	PLS-DIP
	PLS-ACC

	HaRxL23
	0.98
	0.99
	0.95

	HaRxL33
	0.99
	1.00
	1.00

	HaRxL71
	1.00
	0.98
	0.94

	HaRxL94
	0.94
	0.96
	0.94

	HaRxL120
	0.94
	0.97
	1.01

	HaCRN9
	0.95
	0.99
	1.00

	HaCRN10
	0.97
	1.00
	1.00

	HaCRN12
	0.98
	0.97
	0.95

	HaCRN14
	0.94
	0.96
	0.98

	HaRxL27
	0.67
	0.65
	0.90

	HaRxL42
	0.92
	0.43
	0.88

	HaRxL62
	0.89
	0.96
	0.77

	HaRxL68
	0.93
	0.88
	0.56

	HaRxL103
	0.67
	0.72
	0.98

	HaRxL117
	0.94
	0.94
	0.43

	HaRxL191
	0.96
	0.90
	0.78

	HaRxL193
	0.34
	0.97
	0.84

	HaCRN15
	0.88
	0.45
	0.96

	HaRxL3
	0.88
	0.66
	0.93

	HaRxL17
	1.00
	0.54
	0.86

	HaRxL22
	0.77
	0.91
	0.93

	HaRxL37
	0.89
	0.42
	0.96

	HaRxL46
	0.98
	0.90
	0.76

	HaRxL77
	0.93
	0.97
	0.45

	HaRxL107
	0.98
	0.63
	0.76

	CBI63255
	0.92
	0.25
	0.76

	AEF57462
	0.90
	0.31
	0.43

	AEF57457
	0.95
	0.54
	0.55

	AIF71151
	0.97
	0.61
	0.26
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