
Po2536_ITS4 reverse complement
A A G T C G T A A C

10
A A G GT T T C C G

20
T A G GT GA AC C

30
T G C G GA A G GA

40
T C A T T G wC A T

50
A AT C T A T C A T

60
T GT A GA C C G A

70
G A A C A C GT G A

80
A G w GC A T G C G

90
T G GT GT GT T C

100
C T T T G

T T G GT
110

C T A T C C A C G C
120

r A G C CT C C CT
130

T C T C T C T A T T
140

T A C T A GA G C G
150

T T G G GT GT G C
160

y T A A C A A C C C
170

cT C G GC A C G T
180

A C T GT G C C A A
190

G GT A AT C A A T
200

G GA A GT C G T G
210

G T G GT G GT A C
220

C G T GT GT G C T
230

C C A T A G C G r C
240

T T G T T T k T A C
250

T

A AT GA AT C C
260

C T T GA G GA T r
270

T C r G A T GA C T
280

C T C G GC A A C G
290

G A T A T C T T G G
300

T C CT C G C A T C
310

GA T GA A GA A C
320

GT A GC GA A AT
330

G C GA T A C T T G
340

G T GT GA A T T G
350

C A GA AT C C C G
360

T GA A C CA T C G
370

A GT T T T T GA A
380

C G C A A GT T GC
390

GC C CT A

G CT
400

T C CG G GC C GA
410

G G GCA A G C CT
420

G C GT G G GC GT
430

C A A GT T A C GT
440

T G CT C G GT C A
450

C Cy T C C T y G m
460

k G C Cy C A T T C
470

y CT T GA G GC C
480

T C T T G GT TA A
490

G GTG T T C GA A
500

GT G r A GA T T G
510

A C CT T C C A T T
520

C T C T T T c C GA
530

C G A A T G G T

G G
540

G T T k A A GT T T
550

T T A GT G C C G C
560

C G GA A T T C GT
570

r C A A G G GC A T
580

G A C G GTw GA A
590

GT C T C G TA GT
600

C y w G G r C A T C
610

w T C GT C Cr C T
620

A C G G C T TA C T
630

T GT C r T T C T C
640

GT C GA T C C G G
650

T GT C GT T C C C
660

A C A GT T C A TG
670

G C A C T T TG

GC C
680

TT GA C mA A CA
690

T C GCGA C C C C
700

ACGT C AGG CT
710

A

Po2536_ITSF
TAGGTG AACC

10
T G CG GAAG G A

20
T CAT T G wCAT

30
A A T C T A T CA T

40
T G TA G AC C G A

50
G A ACA C G T G A

60
A G w GC r y G C G

70
TG G T G TG T TC

80
C T T TG T T G G T

90
C TA T C CA C G C

100
r A G C C T C C C T

110
TC TC T C TA T T

120
TA C TA G A G C G

130
T T G G G T G T

G C
140

y T A A C A A C C C
150

T C G G C A C G T A
160

C T G TG C CA A G
170

G T A A T C A A T G
180

G A AG TC G T G G
190

TG G T G G TAC C
200

G TG TG T G C TC
210

C A TA G C G GC T
220

TG T T TG TAC T
230

A A T G A A T C C C
240

T TG AG G A T A T
250

C G G A T G AC T C
260

T C G GC A AC G G
270

A T A T C T T G G T
280

C C T C G C A T C G
290

A TG A AG A AC G
300

T A G C G A A AT G
310

C G A T A C T T G G
320

T G T G A AT T GC
330

A G A AT C C C G T
340

G A AC CA T C G A
350

G T T T T T G A AC
360

G C A A G T T G C G
370

C C C T A AG C T T
380

C C G G GC C G AG
390

G GC A AG C C T G
400

C G T G G GC G TC
410

A AG T T A C G T T
420

G C T C G

G T C A C
430

C T T C C T T G A T
440

GC C T C A T T C T
450

C T T G A G GC C T
460

C T T G G T T A A G
470

G T G T T C G A A G
480

T G A AG A T T G A
490

C C T T C CA T T C
500

T C T T T C C G A C
510

G A AT G GT G G G
520

T T k A A G T T T T
530

T A G T GC C G C C
540

G G A A T T C G T r
550

C A A G G GC A T G
560

A C G GT w GA A G
570

T

T C T C G T A G T C
580

y w G G r C A T C w
590

T C G T C C r C T A
600

C G GC T T A C T T
610

G T C r T T C T C G
620

T C G A T C C G GT
630

G T C G T T C C C A
640

C A G T T C A T G G
650

C A C T T T G C C T
660

T G AC CA AC A T
670

C G C G A C C C CA
680

C G T C A G GC T A
690

G A T C A C C C GC
700

T G A G T T T A A

Supplementary Figure S1: 
Electropherograms of forward and reverse direct sequence reads of the ITS region of P. floridanus
Asterisks indicate positions with low amounts of P. oakesianus characters (the major sequence corresponds to P. pulcher). 
Most are visible on both reads. Down arrows show two shifts caused by 1 bp-indels compensating each other. 
A discriminating PaeI restriction site (GCATGC) present only on the major sequence is shown by a box in the first row.
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