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	Genes name
	DAA (fold change)

	
	
	100
	120
	141
	148

	[bookmark: OLE_LINK8][bookmark: OLE_LINK9]Chlorophyll biosynthesis related genes
	AcCAO1
	5.00±1.13 b
	1.60±0.64 a
	1.00±0.32 a
	10.47±2.78 c

	
	AcGluTR1
	2.96±0.82 a
	1.03+0.24 a
	1.00±0.39 a
	9.00±1.90 b

	
	AcLHCB1
	10.67±0.59 c
	10.40±1.69 c
	4.49±0.34 b
	1.00±0.04 a

	
	AcLHCB2
	40.11±8.79 c
	1.00±0.21 a
	1.98±0.42 a
	21.26±6.15 b

	
	AcRBCS1
	1.99±0.27 a 
	1.00±0.18 a
	1.68±0.21 a
	42.24±13.07 b

	
	AcCLS1
	10.25±1.57 c
	9.63±1.47 c
	6.36±1.46 b
	1.00±0.18 a

	Chlorophyll degradation related genes
	AcCLH1
	11.02±2.06 b
	3.11±0.67 a
	1.98±0.30 a
	1.00±0.21 a

	
	AcCLH2
	67.79±5.39 d
	32.40±4.28 c
	15.98±1.93 b
	1.00±0.08 a

	
	AcPAO2
	3.24±0.58 b
	1.67+0.33 a
	1.00±0.24 a
	1.88±0.31 a

	
	AcPPH1
	1.86±0.42 b
	2.77±0.25 c
	1.00±0.25 a
	1.61±0.10 b

	
	AcPPH2
	2.14±0.43 b
	2.19±0.24 b
	1.00±0.26 a
	4.02±1.37 c

	
	AcPPH3
	2.80±0.27 b
	1.00±0.12 a
	1.17±0.23 a
	6.33±1.53 c

	
	AcSGR2
	5.79±1.63 b
	6.80±2.22 b
	5.88±1.65 b
	1.00±0.38 a


The different small letters for number in a same gene represent significant difference at 0.05 level.

