S4 Fig. Microbial community composition comparing area vs. personal samplers in dirty cage wash area. Relative abundance depicted at the phylum level. Statistical testing with permutational analysis of variance (PERMANOVA) showed no significant differences in community composition of the environmental microbiome in the dirty cage wash areas as measured by area samplers vs. personal samplers worn by the participants (R2 = 0.05, p = 0.95).
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