
	
  

 
S4 Fig. Estimation of the optimal number of components in PCA with GCV and smooth 
methods. The expression matrix of 28 samples x 5,084 differential genes is considered for this 
purpose. Mean error for each dimension tested is shown for all components with GCV (top) and 
smooth methods (bottom). Results from smooth methods are zoom in on first ten components 
(bottom right). 
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