
	  
	  
S3 Fig. Summary of the 1232 statistically overrepresented GO terms from Biological Processes 
ontology.  Obtained terms are grouped and annotated to their representative based on a semantic similarity 
measure through REVIGO web server [1] using default parameters. Area of each representative rectangle is 
inversely proportional to the p-value obtained in the hypergeometric test. The treemap was generated with 
treemap package [2]. 
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