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Fig. A. Histogram of the statistics from the post-mapping quality control.
	[image: ]


Each column represents the total number of reads generated for each sample. The fractions of reads are represented in different colours: unmapped, multi-mapped, belonging to read pairs uniquely mapped to exonic, intergenic, intronic regions of the Bos taurus reference genome. Read pairs are classified as ambiguous when they map to both intronic and intergenic regions (statistics computed with Qualimap v.2.0.2).



Fig. B. Preliminary analysis of the RNA samples (PCA).
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PCA of the gene expression profiles after filtering low-count genes. Samples are coloured for RIN values. RIN values were divided into six classes and coloured using a scale of colours from black to grey to represent higher and lower RIN values, respectively.

Fig. C. Preliminary analysis of the RNA samples (hierarchical clustering).
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Hierarchical clustering of the samples based on the entire expression profile after filtering low-count genes. Sample 8 clusters distantly from the other samples.

Fig. D. Scatter plots for the genes identified as significantly associated in common for all the IVP parameters
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The figures represent the normalized gene expression log transformed (y axes) plotted against the three IVP parameters cleaned from the bull effect (x axes).
The line represents the linear regression between genes expression and trait.
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