S5 Table. Correlation between 185 modules and RE disorders.
	Module
	Number of proteins
	Number of seed genes
	Chi-Square
	corrected p-value

	145
	7
	7
	84.89282
	9.06E-322

	155
	141
	40
	87.21958
	9.06E-322

	65
	184
	36
	37.85565
	1.40928E-07

	188
	43
	12
	25.22096
	9.45787E-05

	37
	305
	45
	22.60791
	0.00036753

	197
	50
	11
	14.74245
	0.022799356

	208
	34
	8
	12.25467
	0.085857505

	80
	52
	10
	9.99668
	0.290122048

	304
	262
	7
	9.319519
	0.41944214

	306
	214
	5
	8.643258
	0.60730663

	83
	5
	2
	7.448007
	1.174874397

	42
	158
	3
	7.44712
	1.175453561

	271
	16
	4
	6.872163
	1.619649831

	31
	149
	3
	6.73917
	1.744892418

	114
	53
	9
	6.623225
	1.862161908

	192
	97
	1
	6.032796
	2.597857655

	170
	155
	4
	5.667
	3.198093997

	129
	6
	2
	5.636492
	3.254218243

	150
	6
	2
	5.636492
	3.254218243

	74
	113
	2
	5.547652
	3.423516887

	55
	131
	17
	5.394833
	3.736343958

	84
	89
	1
	5.377097
	3.774518882

	104
	123
	16
	5.120821
	4.373479902

	49
	200
	7
	4.906828
	4.948883565

	27
	19
	4
	4.875661
	5.03903215

	3
	140
	4
	4.566732
	6.030758924

	183
	139
	4
	4.494698
	6.290020296

	22
	78
	1
	4.481374
	6.339240247

	59
	77
	1
	4.400347
	6.647349904

	253
	36
	6
	4.195638
	7.497697862

	168
	152
	5
	4.103306
	7.917898933

	29
	133
	4
	4.066479
	8.092335204

	230
	45
	7
	4.038201
	8.229025582

	149
	92
	2
	3.907687
	8.89215366

	101
	167
	6
	3.903911
	8.91216097

	26
	21
	4
	3.900693
	8.92924624

	223
	55
	8
	3.761963
	9.699731733

	120
	88
	2
	3.60222
	10.67495787

	36
	66
	1
	3.514695
	11.25296891

	225
	30
	5
	3.494625
	11.39014633

	63
	22
	4
	3.490895
	11.41583695

	169
	65
	1
	3.43478
	11.80986026

	214
	105
	13
	3.407589
	12.0059821

	190
	15
	3
	3.268415
	13.0657786

	48
	204
	22
	2.947893
	15.908072

	185
	97
	3
	2.848601
	16.918899

	112
	9
	2
	2.727011
	18.25280512

	232
	9
	2
	2.727011
	18.25280512

	72
	76
	2
	2.704878
	18.50771969

	11
	178
	8
	2.509432
	20.93583779

	279
	25
	4
	2.497684
	21.09256521

	115
	34
	5
	2.430352
	22.01613659

	93
	44
	6
	2.26907
	24.41612784

	224
	69
	2
	2.198724
	25.55312608

	179
	10
	2
	2.178041
	25.89862278

	222
	49
	1
	2.176404
	25.92619164

	144
	170
	8
	2.082036
	27.57262917

	1
	67
	2
	2.057144
	28.02636731

	71
	44
	1
	1.794528
	33.36946226

	67
	109
	12
	1.792701
	33.41052752

	70
	131
	14
	1.767474
	33.98357505

	34
	11
	2
	1.743857
	34.53040856

	194
	62
	2
	1.710373
	35.32335328

	305
	62
	2
	1.710373
	35.32335328

	167
	129
	6
	1.63413
	37.20955663

	171
	78
	3
	1.589409
	38.37096903

	53
	20
	3
	1.548991
	39.45761954

	203
	59
	2
	1.508039
	40.59614356

	125
	75
	3
	1.405913
	43.61115316

	50
	12
	2
	1.395766
	43.92525819

	121
	106
	5
	1.281463
	47.66104276

	207
	127
	13
	1.246161
	48.89307527

	210
	94
	10
	1.224475
	49.66957757

	173
	88
	4
	1.191421
	50.88297792

	14
	106
	11
	1.153401
	52.32510549

	136
	5
	1
	1.08857
	54.9058418

	140
	5
	1
	1.08857
	54.9058418

	165
	5
	1
	1.08857
	54.9058418

	229
	5
	1
	1.08857
	54.9058418

	252
	5
	1
	1.08857
	54.9058418

	15
	51
	2
	0.995887
	58.88694216

	4
	33
	1
	0.990746
	59.11861519

	242
	131
	7
	0.976215
	59.77996664

	81
	14
	2
	0.884079
	64.21109323

	134
	14
	2
	0.884079
	64.21109323

	196
	14
	2
	0.884079
	64.21109323

	76
	48
	2
	0.817038
	67.71881577

	24
	6
	1
	0.697536
	74.66837338

	88
	6
	1
	0.697536
	74.66837338

	96
	6
	1
	0.697536
	74.66837338

	105
	6
	1
	0.697536
	74.66837338

	139
	6
	1
	0.697536
	74.66837338

	142
	6
	1
	0.697536
	74.66837338

	219
	6
	1
	0.697536
	74.66837338

	234
	6
	1
	0.697536
	74.66837338

	266
	6
	1
	0.697536
	74.66837338

	300
	6
	1
	0.697536
	74.66837338

	131
	15
	2
	0.695889
	74.77116667

	61
	57
	6
	0.686281
	75.37496772

	146
	149
	14
	0.674562
	76.12115856

	184
	44
	2
	0.593533
	81.59535961

	77
	26
	3
	0.567748
	83.46373522

	243
	90
	5
	0.549756
	84.80724233

	205
	142
	13
	0.479785
	90.37616832

	235
	147
	9
	0.475043
	90.77513868

	54
	25
	1
	0.466695
	91.48466293

	78
	25
	1
	0.466695
	91.48466293

	244
	132
	8
	0.461907
	91.89582352

	7
	72
	7
	0.453926
	92.5881781

	301
	119
	11
	0.449111
	93.01011434

	47
	7
	1
	0.441783
	93.65866779

	92
	7
	1
	0.441783
	93.65866779

	100
	7
	1
	0.441783
	93.65866779

	236
	7
	1
	0.441783
	93.65866779

	295
	7
	1
	0.441783
	93.65866779

	68
	72
	4
	0.439146
	93.89400517

	218
	72
	4
	0.439146
	93.89400517

	245
	96
	9
	0.422527
	95.40061264

	98
	144
	13
	0.409261
	96.63380036

	82
	101
	6
	0.4088
	96.67714815

	106
	24
	1
	0.407706
	96.78019224

	163
	24
	1
	0.407706
	96.78019224

	195
	24
	1
	0.407706
	96.78019224

	44
	115
	7
	0.388395
	98.63165775

	113
	23
	1
	0.350789
	102.4283332

	161
	54
	3
	0.328866
	104.7705679

	52
	83
	5
	0.302944
	107.677896

	174
	22
	1
	0.296225
	108.4578147

	117
	68
	4
	0.293824
	108.7393637

	151
	8
	1
	0.270586
	111.5437565

	182
	8
	1
	0.270586
	111.5437565

	64
	251
	17
	0.262253
	112.5867005

	25
	67
	4
	0.260992
	112.7463084

	212
	37
	2
	0.25891
	113.0109209

	45
	21
	1
	0.244349
	114.9003266

	87
	21
	1
	0.244349
	114.9003266

	94
	21
	1
	0.244349
	114.9003266

	247
	50
	3
	0.187528
	123.0217539

	154
	31
	3
	0.186555
	123.1728561

	204
	31
	3
	0.186555
	123.1728561

	57
	9
	1
	0.155763
	128.2212504

	198
	9
	1
	0.155763
	128.2212504

	38
	19
	1
	0.150344
	129.1682613

	126
	63
	4
	0.145636
	130.0071775

	227
	106
	9
	0.114675
	135.9533115

	137
	18
	1
	0.109295
	137.0754076

	43
	185
	13
	0.094348
	140.3632621

	241
	10
	1
	0.080407
	143.6981855

	90
	17
	1
	0.073146
	145.5599846

	217
	17
	1
	0.073146
	145.5599846

	186
	115
	8
	0.072953
	145.6108044

	147
	159
	13
	0.070349
	146.3033979

	69
	96
	8
	0.069613
	146.5016486

	21
	87
	6
	0.065438
	147.6482552

	246
	109
	9
	0.063039
	148.3248525

	66
	31
	2
	0.060431
	149.0761067

	178
	127
	9
	0.052184
	151.5715783

	123
	16
	1
	0.042812
	154.6748631

	254
	30
	2
	0.038956
	156.0542162

	199
	23
	2
	0.037753
	156.499015

	122
	71
	5
	0.034052
	157.915145

	75
	11
	1
	0.033757
	158.0314725

	111
	11
	1
	0.033757
	158.0314725

	215
	11
	1
	0.033757
	158.0314725

	221
	57
	4
	0.029685
	159.6933827

	132
	36
	3
	0.025975
	161.3128824

	79
	74
	6
	0.025025
	161.7463884

	200
	15
	1
	0.019454
	164.4786283

	119
	56
	4
	0.018318
	165.0828647

	213
	56
	4
	0.018318
	165.0828647

	85
	83
	6
	0.018308
	165.0881547

	95
	204
	16
	0.014458
	167.2939898

	99
	166
	13
	0.01051
	169.8939747

	166
	205
	16
	0.009944
	170.3049558

	127
	95
	7
	0.008721
	171.235585

	97
	12
	1
	0.008641
	171.2984018

	202
	12
	1
	0.008641
	171.2984018

	209
	25
	2
	0.005093
	174.4743506

	2
	14
	1
	0.004564
	175.0359932

	172
	14
	1
	0.004564
	175.0359932

	216
	14
	1
	0.004564
	175.0359932

	6
	77
	6
	0.003202
	176.652057

	107
	52
	4
	0.00037
	182.1595807

	58
	26
	2
	0.000185
	182.9936248

	46
	13
	1
	9.23E-05
	183.5820208
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