>ET_sRNA_1
AGCCACGTGGTGTGCGATCCGACGCGCACCCGTAAGCTGCTGCTCAAGGA
GCGCGAGCTGGCGACCCTGTTCGGCAGCGCCAACCGCGACGGTTACACCA
TCGTCCCGCTGTCGCTGTACTGGAAGAACGCCTGGGCTAAGCTGAAGATC
GGCGTGGCTAAGGGCAAGAAAGAACACGATAAACGCGATGATATCAAGG
CGCGTGAATGGCAGCAGGATAAAGCGCGAATTATGAAAAACGCCGGCCG
CTAACGCTAGCGCAGCGGCGGTAAACTCTGGTATACTGCCGATTACACAC
TTGGGCCTGATTCTGGATTCGACGGGATTTGCGAAACTCAAGGTGCATGC
CGAGGGGCGGTTTGCCTCGTAAAAAGCCGCAAAAAAATAGTCGCAAACG
ACG_CTGCGCAGAGCCCTCTCTCC
CTAGCCTCCGCTCTTAGGACGGGGATCAAGAGAGGTCAAACCCAAAAGAG
ATCGCGTGGAGCTCCTGCCTGGGGGTGAAGCGTTAAAACTAATCAGGCTA
GTT_CAGCTGGCAAGCGAATGTAAAGACCA
GACTAAGCATGTAGTACCGACAGCGTAGTAATTTCGGACGCGGGTTCAAC
TCCCGCCAGGTCCACCAAATCATGATCCGGATACGTCCGGTGAAGTACAG
AAAGCCCGCAT_CTGCGGGCTTTTTTGTGTCTGTCATTGTCC
GAGAACATCCGGCTAAATCCGGTGATTATTGGTATACGTTTAGGTATACG
GTAGGATGTATACCTAAACGCGTATACCAATTCATGAAGGAGCGGCCACA
GTGGCACGGACAACACGCCCCCTTACCAACACCGAAGTTCTGCGTGCTAA
AGCGTTAGAGAAGGATCTAACGCTGCATGATGGCGATGGCCTTTTCCTGA

TAGTGAAAACCAGCGG



>ET_sRNA 2
AGCGGTTGCGCCGGCGGAATAGTTTCAGCCCGAGGAAATCCTCCAAGGAT
TTGATCTGGTGGCTGACCGCGGCCTGCGTCACAAACAGCTCCTCGGCCGC

CTTGGTAAAACTGAGGTGGCGTGCGGCGGCATCAAAGACGCGCAACGCAT
TCAGAGGCGGTAATCGTTTTGACATATGGGATCGCTTATTATCAAATAGTT
ACTATTTACCAACCAATTTGCAACATATTAGTTTTTTTTATCCGAGCCATTA
TAATTTGTCCGTTGAGGATAGACCAGCAAATACCTATAGTGGCGGCAACT

TCCCAAGCCGGAACGAAAAAGCAGGAATGAATCGTTTCAGGAATGCTTTT

GGCTTTGTGGTTGTGATGTTGTGTTTGCAAGTTGTCTGACGCGTTATC-

_CCCTGCCGTTTTTCACTTCCTGTACATT-
R - - - - BEETAR ccocrocrrrrrTrTTCe

GCTATCGCTGGGACAAAAGCCCACAGAATCGCTTCATCATCGCCGCCCCT
CGGTTTAAAATGCCGGCCATTGAGGCCCCGCGCGCTGCGCCACGCCGCAG
AAGTGGCACCAAATGTGAGCCTGCTCTCGGATTAATCCTGTTAATCCTGGC
AAGGCGATCCACCGCCCTTTCCGCGCCGAATTACTGAGATCCTGCCCATG
ACCTTTGACTTTATGGCCTTGCGCCGCGACTTCCCTGCCCTGGAAACAGAG

GGGGTCTATCTCGACAGCGCGGCCACCGCGCTGAAGCCGCGLGTG

>ET sRNA_3 rev
TCCCAGCGCAGGCCGGGGAATCCCTGGGGGTTGAGGGGCAGTAGCCCCTG
CGCCATCAGCAGCGCGAACAGCAGCACGATCCCCAACAGGTTAAAGGCG

AGGATGGCCAGCAGATAGTGACGCCAGTCCATTTCATGGGGCGTCACGCC



GCACAGGCGCCACAGGGCGTTCTCCGTACGCGCCATGGCGCGGTACGGCT
CGCCGTCGATCAGGCGGCTCAGCAGGCTGCCCAGCGGTGGGGCCAGAATC
AGCAGCGGCAGCATCAGCAGACCGATTAGCATCAAGGCATGGGTAAACA
TCAGAAGTCCTCCGCATGCCACAGTGCATACACCAGATA_
_GGCACAGGCGATCAGTCCCAGCGTCATTTTTTATCTCC
TTTAGCGCGATGACAGTATCAAGATAGGCGCTCTCGGGTATAAATGAGGC
AAAAAGCGGCGTCATCGCTGTAAAAAAAGTATAAAAATGGCGGGGCTGG
CGTGGGGCGCGCCGTGCGTTAGATGCGCGGCGGGAAAGGGGAGGATAGC
CAGGAGACTCTCGCCCATGTCGTGAACGCTCGTCACGCCTGACGATGCGC
CAGCGCGATCGG_ATTGCGGCGTACGC
TGACGCAACAAGTGGTCGGAGGTGTGCTTGATCTTTGTGCGCTCAGGGGC
TATGTTGGGGCTGTTTCGGCC-GGCCGTTTTTTGACGCTCCCG
GCGCCGGCGCCAGCGGACGTATTTGCAAGGAGGTCACGATGTATCAGCGC
TATTCCTGGCCGCGTATCTGGCTGCGCCGCAGCGGCGTGATTCTGGTGGGT
ACCCTGGCCTTTCCCGTGATGCTGCTGCGTCACGATCGGGCACGCTTCTAT
AGCTATCTGCACCGGGTCTGGTCGAAAACCAGCGACAAGCCGGTGTGGCT
GGCGGAGTCAGAAAAGGTTCGGCCCGACTTCTTCTGAGCCCGTGCGCGTC

ACGATACCTGGCAAACCCCATTCGGCAATCTACACTTG

>ET_SRNA_4
TAAGACCCGCCCAGAGGGTATGCCGTCGCTGTATACCCGTTAGGTCACAC

CGCTCACGACATCGTTTACCCGGCAGTCGATATCCTGATATACATCCGCTG



CCGGGCCAACAAACGAAGGCTCAGAGCGACGCTCGGTAATGACGCTTAAT
ACGCTAATTTATACAACATAAAATAACAACACGGAATATAATAGAAGAAA
CCACACAACAGCCATGTAATAAACTGAGAAAACCAAGCCAACATTAAACT
AATTTTTATACTATTGCACCCTCCAGCTTGACCATCATCAAATAACCTAAC
AGTTTATCTATATTGCTAAATTCACGACAAACACATTAACTCTTTTTATAT
ATTACACCTTACCTACCTCAGCGCGGCGAATTAACGCAAATCAATAGTCA
GCAATAGCGCACTAAATCAAATGTTAAGTGTTTTCCAAAGCGCAATGCAC
CAATCTCAGGGT_TCACTTCCGGA
AGATAAAAAGCGTTAAATCCAATCAGTTATAAATTAATCTATCGTTCCTTG
CGGGCACCAGGGACGATAATCAACGCCTAGAATGTAAATGCATCAGCTTT
TATAATCAAACTGGCAGAATAATTCGATTGTCCA_
-GCAGACGGCGAGAGAACTCTTGCGTAACGATATTCCGCCGCG
GCGTCTTGCGCCGTCATGCGTTTTTTGACAGAGAATGGTATATTAAATGAA
ATTTAACACTTCCTGTGCACTGCTGGCAGTCACCTCCTCTTTATTCCTTTCC
GGCTGTATGAATAATGCAGACCAATACGCCGCCGATGTCTATAATCCGAC
GCAGCTAAATCAGAAGCAGGAGAGTAAAACCGTCAATATTATTTCTATTC
TGCCTGCTAAGGTTGCTGTAGATAATAAAGAGAACAAAGAGATGGCTCAG
ACCGTCGGCGCGATCCTGGGCACCGTTGCCGGCGCCGCCGGCGGCTACAA

CCTGGGGCATGGTT

>ET_SRNA_5

GTGAGACCGGCTCCGGCACCCGCGAGGTGGTTGAACATCTGCTGCTTTCC



CATTTACCCCACTTCGATCTGGTGATGGAGCTGGGAAACTCCGAGGCCAT
CAAGCATGCGGTGCGCTATGGCATTGGCATCAGCTGCCTGTCGCGTCGGG
TGATCGAGGAGCAACTGAGCAACGGGACGCTGGTCGAGGTCGCGCTGCCG
GAGATCAACCTGCATCGCTCACTGTATCTGATCCACCACCGCCAGAAGCA
TATCTCCAAGGCGCTGGCCCGTTTTCTGAGCTACTGTCAGGCGTAGCCTCT
GCGACGGCGGCAGCAGAGGCTGCTGCCGTAGCTTATTGTGATCTTTGTGT
ATTTTTATTGCACACTCGATTAGCC_
TGAAGCTCTCTTATTATCGTTAGATTGTTACTTCCCGCCGCAGATGGATTT
GTTACAATCCCGCCTGGTTTCATGATTCAACGCAAAACAA_
_AACTACCGTCCCCGACGCGGGACAAGGACCGGC
GCTGCGCCGGGAGTTAAAAGCGCGGCACTTGTCGAT-TCGGCG
GTTCTATTGGTACTGGGCTGTTTGTCGCATCGGGCGCTACGGTATCCCAGG
CCGGCCCCGGCGGTGCGCTGTTGTCGTATATCATCATCGGGATGATGGTGT
ACTTCCTGATGACCAGCCTGGGTGAGCTGGCGGCGTTTATGCCGGTGTCA
GGTTCGTTTTCTACCTACGGCTCACGCTACGTGGAAGAGGGCTTCGGCTTC
GCGCTGGGCTGGAACTATTGGTATAACTGGGCGGTTACCATCGCCGTCGA
TCTGGTGGCCGCACAGCTGGTGATGGGCTACTGGTTTCCCGATATTCCCGG

CTGGATCTGG

>ET_SRNA_6
ACGTTCGGCGACCTGCGCCTGGGTCAGCCCCGCGTTTTTGCGGGCGGCGA

GCATTTCATCGAGTAGGGCGTATTCCTCTTCGATGGCATCGTATTCTGCTT



TAAATGCCGGGTCTTCCATCCATTTTGCAGCCATTTCATCATGCGTCATCG
TGGGGGGGGTGCGTTTACCAGCCATGTTTTACCTCCTTCATTCTGGTTTCA
GCCTTCTTACGTTCAGCGCTTGGCGTCTTCTGGGTTT
TCTTGATGAAGCTGTGCAGCATGACGATACGTTTTCCGGTAAGAGTGCAG
TAAAACACGCGGGCGATGCCATCACTGCCTTTGATTCGAAGCTCAAAAAG
CCCATCGCCAAAAGGGCTTGTGTGTGGTTCTCCGAGATTACTACCGTAGAT
TTCCATGCGTTCAACGAGATGCTGGTATCGAACCCGCATACCCATTGGCA

ACTGAT_GCTGTAGTACTCAATAGTGTAGT

TCATGGAGTGAAACATAACAATATTGTTATGTTTTCGCAAGTTCTTGCCCA
TCGGAATTGTGAGCGCTAGAG_CTGTTGCTG
GGATTGGCGTCCT-GGCGGTTTTTAAGAGCATTAGGAAATATATG
CCACACACTGTTCCAAGGGGATGGTTATTGCATTCCTATGATTTGTAAGTA
AAGTATCATAAATCGGAATTAGTTTTACCCGCGATGTCGGGGGTATAGTC
CGCTCAGGTGCTGAAAACACCTCAACGCGGCCTCCGCACCCGATAGACTT
GCGGTTTTTTTGTGGTCATTTTTTGGATATGGCCGAGTGTGGGCGAATACA
ATACCAGCGATGGGAATAAGCCCGCTTGACGTTGACAAGTTTTCAGCACT

CGGCCACCCGAGCCGTTCGGGTACCGGGAAGATCG

>ET_SRNA_7
TGGCGCGACGCCTGTAAGATCTGCGTACTGCAGGCGCTGATGCGATCGCG
CTCAGGCAGGGCGTCGCTGTGGGCCAGCCATTGGCCGGCGACGAAGTTTC

GCGCCTGGGCATGCTGAGAGAGATGGCGCATATTGACCACCAGATCCGCC



GCCGTCTGTAACGGGGGAAACGCCTGCGCCTGCGGCACATCGCACTGATA
GCTGCTGCGCAGCGTCTGCGGCACGCTCTCCGTCGCCTGCGGGCCCGCGLT
GCAACCGGCGAGCAGACACACCGCCAGCAGTGAAAGATATTGTTTCATCA
CATATTCCTCGCTAGGTAGGCCGCGATAATAGCAAGCGTACGCCACAACT
CAATGTCTACGGTAAAATTTCCCGACGCAATACAGGACGCCCCCGTTGCG

CAAGGCGATCACGTCCGTGCGCAAAAAAAGAGACAGATCGGTGAGCTGT

ATCACACTCG_TTTATTTCATCCGAGGCAAC
GAAAGGAGTTAAATGGCACATTTAATTACGTTC_

-CCCAACGGACCCTCGTCTTGGCCAGCCCGGAATATGCCACTGAGT

AAGCGGCGCGGGATTTCTGCCTCGCGGTGGTCATGCCCTTAATATGTAGC

ACTCAATTATCTGAGGCCTCGGCCTCI ITACGTTTTTATGCGC

GAGTTCACTCCCGCATTCCCCGCGCTTAGCACAGCCACTCACCGTATTATT
CGCGATGCCCCGCTTCCCCCCTGCCGCGCTAGCGTCTCTCAGCTCAGTCAC
CGCATAGCCTTCGACCACGGCGATATCGACACGCGCGAAAAAATAAAAGC
CCGGCACATCCCGGGCTTTTATTTAAAATACTTATTCTGACGCGCCGCGTT
TATCTCTTTTCTCCGCCCGCCTTTCCTTCAGCGTCTTCTCTGCTTTTTTCTTG

GTGGCCTTATCCTTTCCTCTACTCATAAACACCTCGCTTA

>ET sRNA_8 rev
TAGCAGATCGATAAATTCGTTGCGCTCGGCGTGCAGGAATGACCAACCGT
GCTGAATATGACGCAGCAGCGAGTGCGCCTTGTACTGGGTGATCACCCCT

ACGCGGCGCAGACCGGAGTTAATACAGTTGGAAAGGGTAAAGTCGATGA



TGCGAAAACGACTGCCAAAATAGACTGCGGGTTTGGCTCGGCCGTCGGTC
AGGCCATTAAGACGGGTTCCCCGTCCGCCGGCTAATACCAGCGCCACCGT
CCGTTGGGTTAATTGGCCGATAAGAGCAATATCTGTAACGCTATGAGTCA
TGGTCACTTCCTTTTTGACAATTCCATATGCCGCCCCGCCCACCGCCAGGC
AAGGGAAAGCGCGGATGG_GTTTGGCGATC
CAGTATTAGCGTACTGCGGTGTAATAATAACGGACATCATTGATATAAAT
GAAATAAACTGAATGCTTATTTAATACCAAAATAATACGTTAACTGCTCAT
GTCAATCACACACTGATCGATAATGTAAACGCACTCTTTTTTAAATTCAAC
GAGAGATTGTGCTATTGCGCA_CAAAA
TATTACTTATATGGATAACATCTGCTAAATTAGCGTTAAATTTGAAAGTGG
ATATATATTGGTATTAAGCTGGGATAGGTTGATTTATAAGGGGGAATGTTT
TTTCTTAGCATAAAAAACGGAAGTTGCAAATAAATCACGGCC-
.GCCGTGATTTATTGTTTTAGCCGCTAGCCCGCGGAGACTTTTTTACGGC
GCTGGTCCAAATCTTTTATCAATCGATTGATTTGCATATTATTAAACATAT
CCTCAAGCGTCATGTTTAGCTTGCGGCGCCAGTTCGGGTATTCATCGCAGG
TGCCGGGAACGTTGACCGGCGTCGCCATGTTCAGCCAATCCTCCGGCTGC
AGTCCGAGCAGGGCGCTGGCGCTGTCGGCGACGTAGCGTTGGATCCCGCG
GCTTAGAACGGGTGTCATCGCCATACGGTCCGCGTGCCGTCCGCTGCGCT

GCGGCAGGCAGCCGTAGTG

>ET sRNA_9 rev

TAATGTATGGCATAATTAAACGTCACAACTCGTATCACCTACCGATGGGT



AAAGCGTGCACCACCGATACACCTCACCATCAATGATGTCAAGGCGATTT
CCCACGTGATTAGAATAATGTTATTTTTCACCCACCCCTCTGCACAAATTA
TTCCGTTTCCGCAAATCCGAATAAACCGCTGAGCGATAGTCGCCCTCCCAT
CCGCGTGAAAAATCACATTTTTTGAATAATTACACTACCAGAGCACGATA
TGCCGCGTATCACTGACCAACTACGCCCGGCAGGACCGGGCATTTAGCGC
GCTATCGATGTTTGCAACGATGTAAAGGCATGGATATTCAATTACTGATA
_CCGCAAGGCGAATTATATAAAGC
GTTCTATCTTTTCTATTCTGGCCGGTATGGCCATCATGTCACTGGCCGGAT
GCCCGCATCAACGCCCATTGCCACCCATCGAAACGGCTGTAGATAGCCAG
TATTAACATGACAAATCATGCAGTGACGTGTAATGCATCGCAGAAAGCCC
CCGTAGACTGGGCCATTGGAATTAAGGGTAATACACAAGCCAATGGCGCC

aaccl I A GGG 1 1117 TACTTTTATCGTTAC

CAGGAATCAGCCTCAGGTGACTCAAGCGGCCATCCTTTAGGGTGGCCGCT

TCGCATCTATCGCCGCTTTTTAAGCGAGAGACATAAATTAACGATAAAGG
TAGTTAATCCAGGGTAAACAGATAAATAGATATGCCAACAGATTGACCAG
GCCAAATATGGCACCCAGCCGCCAAAAGTCTTTAGAGGGAAGATAGCCGC
TGCCGAAATAGATTGGGCTTGGCCCCGTTCCATAGGGCGTGATAATCCCC

ATGATCCCCAATGACAGAGAGATAGCCAGAGAAA

>ET _sRNA_10 rev
CCTTGATATGCCCCCTCATCGCGATAGCGGCTGAGCGAGAAGCGGCAGGC

GCCTATCCTGCCGGGATAACCGGGAAAAGAGAGCCACGTAACGCCCTGAA



TAAAATCCGCATCATCCCCCTGCTCGGCCCCATCGCGGGACACTCGGGGC
ACAATACTGCCGGAGGAAGAACGCATAAAAACCTCGTAATGGGTAAGAC
GTCATGGATATCGCCCCCCATAGTAGCAGCGAAGAGCACCCGCACTCACG
GTCGGTGAGCGCCTCCGATATCAAAAAATGAGCAAAACCGATCGATCCCC
GAAATATCAGCGCGCAGTACAACGCGGATGTCATGCTCGGCGG-

_CCCAGGTTGTCTTCGACATATTGAACGATGAC

GCGCTGCGATCATCCGCGATGCGGCGTGGACGCTCACCCCGCCTTTGCCG
CCGTCAATACCTGCGACACCTTAGGCCGGCG_
-ATGCGC-CTCGGGGATCGATCGGTTTTGCTCATTTTTTGATA
TCGGAGGCGCTCACCGACCGTGAGTGCGGGTGCTCTTCGCTGCTACTATG
GGGGGCGATATCCATGACGTCTTACCCATTACGAGGTTTTTATGCGTTCTT
CCTCCGGCAGTATTGTGCCCCGAGTGTCCCGCGATGGGGCCGAGCAGGGG
GATGATGCGGATTTTATTCAGGGCGTTACGTGGCTCTCTTTTCCCGGTTAT
CCCGGCAGGATAGGCGCCTGCCGCTTCTCGCTCAGCCGCTATCGCGATGA

GGGGGCATATCAAGG

10



