S1Table. Percent abundance of buffalo rumen microbiome doamin on various levels of TDN (%)
	domain
	% abundance

	
	70 %
	80 %
	100 %

	Archaea
	1.27
	1.25
	0.82

	Bacteria
	79.13
	78.56
	84.51

	Eukaryota
	12.01
	12.68
	6.99

	Viruses
	0.05
	0.05
	0.05

	other sequences
	0.02
	0.01
	0.01

	unassigned
	7.31
	7.28
	7.38

	unclassified sequences
	0.23
	0.17
	0.25



