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	Compound
	Treatment
	Raw nucleotides
	Raw paired reads
	Clean paired reads

	BTR
	control
	22,527,006,600
	112,635,033
	106,502,460

	
	2 mg/L
	23,651,426,000
	118,257,130
	111,491,965

	5MeBTR
	control
	22,998,283,000
	114,991,415
	108,843,496

	
	2 mg/L
	22,753,826,000
	113,769,130
	107,469,528

	5ClBTR
	control
	20,722,934,400
	103,614,672
	99,125,804

	
	2 mg/L
	20,146,566,200
	100,732,831
	95,963,860

	Total
	
	132,800,042,200
	664,000,211
	629,397,113




