	Primer name
	Sequence (5’-3’)
	Genome region targeted
	Genome location
	References

	EQ-1
	ACATGGTGTGAAGAGTCTATTGAGCT
	5’-UTR
	437-462
	[1]

	EQ-2
	CCAAAGTAGTCGGTTCCGC
	
	560-578
	

	EP-mod
	FAM-ATTAGCCGCATTCAGGGGCCGGA-BHQ1
	
	
	Drexler et al, unpublished

	224
	GCIATGYTIGGIACICAYRT 
	VP3
	1977-1996
	[2] 

	222
	CICCIGGIGGIAYRWACAT
	VP1
	2969-2951
	[3]

	AN89 
	CCAGCACTGACAGCAGYNGARAYNGG 
	
	2602-2627
	[2]

	AN88 
	TACTGGACCACCTGGNGGNAYRWACAT 
	
	2977-2951
	

	AM11
	GARGCITGYGGITAYAGYGA
	VP2
	962-981
	[4]

	AM12
	GARGARTGYGGITAYAGYGA
	
	962-981
	

	AM21
	GGITGGTGGTGGAARYTICC
	
	1178-1197
	

	AM22
	GGITGGTAYTGGAARTTICC
	
	1178-1197
	

	AM31
	TTDATDATYTGRTGIGG
	
	1545-1529
	

	AM32
	TTDATCCAYTGRTGIGG 
	
	1545-1529
	

	EV_6590F
	GCIGTIGGITGYRAYCCIGA
	3D
	
	(Drexler et al, 2010 unpublished)

	EV_6820F
	ATGCCITCIGGITGYTCWGGIAC
	
	
	

	EV_7000R
	YTTRTCWGSWGGWGTCAT
	
	
	


S1 Table. Primers and probes used to amplify enteroviruses by real-time RT-PCR or PCR. Location of each primer/probe is given in relation to the reference genome PV1 strain Mahoney (Genbank accession number V01149).
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