S2 Table. Primer sequences and PCR conditions.

. . . . Genbank Ac Initial Denature Annealing Extension Final .
Region Primer sequences ( 5'-3') Location No or Ref No doenatlure (C/Sec) (‘C/Sec)  (‘C/Sec) Cycle ixten§|on
("C/min) ("C/min)

cat CMAH cDNA

E1a/E5 F GAGCTGTTTTGTGCTGTTTGAC 5'UTRinE1a EF127684 95/4 95/60 55/60 72/60 35 72/7
R CTCAGGTGGTCTGAGTGCATG E5 EF127684

E3/E11 F TCAAGACGAACTAGTTGTTGA E3/E4 EF127684 95/4 95/60 55/60 72/60 35 72/7
R CCTGACCACCAGGTTGTAATCC E11 EF127684

E9/E15 F GAAGCTCTTGAACTACAAGGC E9 EF127684 95/4 95/60 55/60 72/60 35 72/7
R AATTTTCTATGTTGTTTGGCATCT 3'UTR (E15) EF127684

E1b /E2 F AACTCACGAAGTAGCTAGCT 5'UTRinE1b  [13] 95/4 95/60 55/60 72/60 35 72/7
R TCCTTGATGCTTGCACACGT E2 EF127684

cat CMAH genomic DNA

E1a/Int1a F TGAAATTTACAGGCTGGAGT 5'UTRinE1a NC_018727.2 95/4 95/60 58/30 72/30 35 72/7
R TAGCAAACATATCAATCCCA Int1a NC_018727.2

E1b/Int1b F AGATACACCGCGTGACAGG 5" UTRinE1b  NC_018727.2 95/4 95/60 60/15 72/60 35 72/7
R CCTGGAAATGCACGCTCTGC E1b/Int1b NC_018727.2

Int1b/E2/Int2 F GCTCTCCTAAGTCTTAACG Int1b NC_018727.2 95/4 95/60 62/30 72/30 35 72/7
R AATTTCCCAGTGAGCGCAC Int2 NC_018727.2

Int2/E3/Int3 F GCCAAGTAATGCACTCAAGC Int2 NC_018727.2 95/4 95/60 62/30 72/30 35 72/7
R GAGTAGAGACACAAGCTGAC Int3 NC_018727.2

Int3/E4/Int4 F TTGGCGTTGTCTGTCTCCAG Int3 NC_018727.2 95/4 95/60 62/30 72/30 35 72/7
R ATAGCTCCCTCAGAATATTCG Int4 NC_018727.2

Int4/E5/Int5 F TCTATCCTAACGAAGCAGCG Int4 NC_018727.2 95/4 95/60 62/30 72/30 35 72/7
R TGACCTGAGTCCGCTTCTTC Int5 NC_018727.2

Int5/E6/INt6/E7/Int7 F TGACCTGAGCTGAAGTCAGG Int5 NC_018727.2 95/4 95/60 62/30 72/30 35
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F:forward primers, R:reverse primers



