S3 Fig
[image: image1.jpg]A

TaGID2-A1
TuGID2(A8)
TaGID2-B1
AesGID2-1(B8)
hesGID2-2(B8)
hesGID2-3(88)
TaGID2-D1
Aet6ID2(00)

TuGID2(A4)
TaGID2-B1
AesGID2-1(B8)
hesGID2-2(B8)
hesGID2-3(B8)
TaGID2-D1
Aet6ID2(00)

TusID2(A8)
TaGID2-B1
AesGID2-1(B8)
hesGID2-2(B8)
hesGID2-3(B8)
TaGID2-D1
Aet6ID2(00)

TaGID2-A1
TuGID2(A8)
TaGID2-B1
AesGID2-1(B8)
hesGID2-2(B8)
hesGID2-3(88)
TaGID2-D1
Aet6ID2(00)

B

n

@ AesGID22 (8B)
5 AesGID23 (8B)

TaGID2:B1

L oo

A€tGID2(DD)
100 TaGID2-D1

[ TuGID2(AA)

8L TaGID2A1

» O




S3 Fig. GID2s in common wheat and the wild diploid relatives. 

(A) Amino acid sequence alignment of the GID2s from wheat and the wild diploid relatives, (B) Phylogenetic tree of the GID2s from wheat and the wild diploid relatives.
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