S2 Table. Bacterial genera detected? in cecum content of mice administered saline (control) or Lactobacillus casei 32G once per day by oral
gavage sorted based on dose.

Percentage (mean + SE)*

Taxon Control Low
0.5h 3.5h 12h 24h 0.5h 3.5h 12h 24h

S24-7 1S 66.2 + 152750 + 158|84.6 + 10.3(53.6 + 220|614 + 27.7| 813 + 175|86.2 + 59|70.8 + 20.7
Lachnospiraceae IS 159 £ 99|89 + 72|71 £ 60288 + 19.7(26.1 £ 250( 8.0 + 10.2| 33 £ 25(123 + 113
Oscillospira 100 + 47|33 + 30|24 + 28|72 + 33[38 + 16(27 + 36|10 + 06|71 £+ 6.2
Ruminococcaceae Other [ 21 + 12|06 + 03|20 + 14|23 + 14|32 + 23|14 + 0633 + 19|32 + 19
Ruminococcus 13 + 0607 + 04|10 + 05/08 £ 03|11 £ 07|05 £ 0419 = 14|10 = 03
Clostridia Other 12 + 0803 £+ 01(05 + 05|09 £+ 03|10 = 06|06 £ 06|06 = 03|08 = 12
Lactobacillus 09 £+ 16|68 = 77|04 £ 05|37 + 4305 £+ 09|36 + 69|06 £ 09|11 + 10
Lachnospiraceae Other [ 09 + 04|03 + 02|04 + 05|08 =+ 04|09 £ 05|03 + 04|07 + 08|11 £ 15
Clostridiales Other 06 £+ 03|01 +01]03 + 03|06 + 0306 + 0403 + 0302 £+ 01|05 = 03
Ruminococcaceae IS 02 + 01(03 =+ 02|02 + 0102 = 01|03 £ 04(02 = 03|06 £ 07|04 = 02
Firmicutes Other 02 £+ 01|02 +01]02 # 02|02 + 01|01 £+ 02|02 + 0202 + 01|04 £ 03
Bacteria Other 02 £+ 00/02 +01]02 # 01|02 + 01|01 £+ 0102 + 01]01 £ 00[02 + 01
ErysipelotrichaceaelS [ 01 + 01|00 £+ 00|01 + 01|00 £+ 00(02 + 02|01 + 0001 + 01|01 + 01
Turicibacter 00 £ 01|27 26|04 £ 05|01 + 0101 £ 02|02 + 0208 £ 09|03 £ 0.3
Coprobacillaceae IS 00 £ 00|00 + 00]00 £ 00|00 = 0000 £ 00f(021 + 01]00 £ 00[02 £ 0.2
Adlercreutzia BQL 02 £+ 05(01 + 02|01 £ 00|01 £ 01|01 £ 02|01 = 02|02 = 03
Coriobacteriales IS BQL 00 + 00 BQL 00 = 00 BOL BQL BQ 0.0 + 00

20nly genera that were present at >1% in a sample are included in this table.

®The detection limit was 0.00003 and this value was used to calculate the p-value.
°Genera that differ from 0.5 h time point within each group are shown in bold (p<0.05).

IS: Incertae Sedis.

BQL: Below quantifiable limit.



Table S1. (Continued)

Percentage (mean + SE)™

Taxon Medium High
0.5h 3.5h 12h 24h 0.5h 3.5h 12h 24h

S24-7 1S 704 + 130|659 + 59(788 = 203|529 * 31.2(643 *+ 253|69.7 + 156|741 + 14.0(609 % 181
Lachnospiraceae IS 138 + 96139 + 83 (122 £+ 146|107 £ 122|132 + 85|27 += 16| 88 = 84102 + 6.7
Oscillospira 59 + 39|20 + 13|21 £ 27|49 + 49|43 + 41|08 = 06|19 = 16| 42 + 31
Ruminococcaceae Other [ 1.2 + 08|05 £ 02|20 £+ 21|26 + 25|24 + 19|15 + 10(83 + 41|22 = 09
Ruminococcus 04 + 02|02 01|07 + 08|06 = 05|12 £ 14|07 = 08|12 £ 07|14 = 12
Clostridia Other 04 £+ 04|02 +£01]03 £+ 02|07 =+ 07|07 £ 0702 + 01|06 £+ 05|08 + 06
Lactobacillus 50 + 461|150 + 96|06 * 04 (248 + 17.3(11.0 + 164|222 + 146| 19 + 27 (169 + 195
Lachnospiraceae Other [ 04 + 02|02 + 01|03 + 02|05 * 05|07 £ 06|02 + 01|06 + 05|08 = 04
Clostridiales Other 05 + 04|02 01|03 £ 02|06 £ 08|04 £+ 04|01 = 01|06 = 05[04 £ 02
Ruminococcaceae IS 09 + 06|06 = 03|10 £+ 06|04 £ 03|07 £ 09|08 = 04|08 = 05|05 + 02
Firmicutes Other 02 + 01|02 =+ 01|02 £ 01|04 £ 02|02 £ 02|02 = 01|01 = 01|04 %= 02
Bacteria Other 03 + 01|04 =+ 02|02 £ 01|03 £ 01|02 £+ 01|03 = 01|04 = 02|05 % 01
ErysipelotrichaceaelS | 01 + 01|01 + 01|02 £+ 02|01 £+ 00|00 + 00|00 = 00|00 = 00|01 = 00
Turicibacter 00 £+ 00|01 £+ 02|08 # 11|00 + 00({03 £+ 04|04 + 0704 £ 05[00 £ 01
Coprobacillaceae IS 00 £+ 00|00 £+ 00]00 + 00|00 + 00|00 + 00|00 + 00|00 + 00|0.0 £ 0.0
Adlercreutzia 02 £+ 01|03 +02]02 +# 0102 + 02|00 + 0001 + 00|00 £+ 00|01 £ 02
Coriobacteriales IS BQL BQL BQL BQL BQL BQL BQL 02 + 0.2

20nly genera that were present at >1% in a sample are included in this table, the complete data set is presented in Table SX.
The detection limit was 0.00003 and this value was used to calculate the p-value.
®Genera that differ from 0.5 h time point within each group are shown in bold (p<0.05).

IS: Incertae Sedis.

BQL: Below quantifiable limit.



