Supplementary Table 1. PCR primers used to verify Thermus aquaticus genome assembly.
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Expected 

Amplicon 
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JGI contig location

Primer 2 CAAGCCTGCAAGCAGAGCCAGCTT 24 64.4 18rev Right

Primer 3 AAGGGTGCAGGGGCAAAACTTGAT 24 61.7 7rev Left rev

Primer 4 GCAGGGCGTTCCAGGCCCCAA 21 67.7 7rev Right

Primer 5 TTCTTCCTGGGCCTTCCCCGGTTT 24 64.8 5rev Left rev

Primer 6 CGTCCTCATGATGGCGGCCCTCTT 24 65.1 5rev Right

Primer 7 CTCCTGGGTGATGAGGCCCTTCTT 24 62.5 14rev Left rev

Primer 8 GGGCGAGAAGGCCGCGCATAA 21 65 14rev Right

Primer 9 GCCTGCAATAAAAAACCCCCAGGGCAT 27 63.8 6revLeft rev

Primer 10 CAAGTTCAGGTTCCTGTCCGAACTCCCCAA 30 64.6 6rev Right 1989-2012

Primer 11 ACCCGGCCGCATCCCGGTTAGA 22 67.5 1rev Left rev

Primer 10b CCAGCTATGCCCCTGAGGACGCCCTAAA 28 66.8 6rev Right

Primer 11 ACCCGGCCGCATCCCGGTTAGA 22 67.5 1rev Left rev

Primer 12 AGGGCGCCTCCTTTCTCCGGGCCAA 25 70.3 1rev Right

Primer 13 GCGGGGCGTCAAGACCCGCCTCAT 24 69.6 9Left rev

Primer 14 GGGTGCGCCTGGACGTGGCCTA 22 68.5 9 Right

Primer 15 GCTACTCCTGGGCCCAGGGGGTAT 24 66.3 10Left rev

Primer 16 AGAGCGGGAAGGGCCTCCAGGGGGAGGCCGGCCTT 35 77.7 10 Right

Primer 17 AGCGCCCAGGCCCTCCGGCGGGAGTT 26 75.4 12Left rev

Primer 18 AAGTCCACGCGCTGGGCGGTGATA 24 66.8 12 Right

Primer 19 AGGCCCTGCTCTGAATGGGAGGAT 24 64.1 3Left rev

Primer 20 AAGTGGCGGAGGACCTGGTACCCGTA 26 66.5 3 Right

Primer 21 CCCTCTCCCGGCTGGGCGAA 20 67 11Left rev

Primer 22 TGGAGCCCTTAGGCTAGGGGCATGGCCAT 29 69.6 11 Right

Primer 23 CGCCTACGGCCAGTCCGCCATGAA 24 67.4 8Left rev

Primer 24 GTACGGCACCGTCACTGGGCCAAT 24 65.5 8 Right

Primer 25 GGGGGATCACCGCCTTTGGCA 21 65 4Left rev

Primer 26 GCCGCCCAACATGATGGCCTCCGAGATAGGCA 32 70.2 4 Right

Primer 27 GGGTCCCCGCCCCCGCCTA 19 70.3 2Left rev

Primer 28 GAGCGGCGTGGGGGGCGGCAA 21 72.6 2 Right

Primer 29 GGAGGTTCTCCAGGTCCGCCCCCACGAA 28 70.1 16LeftRev

Primer 30 TGTCGCCCAGGCCGTAAGGGCCAT 24 68.9 16 Right

Primer 31 CACTCGTGACGCTGAGGCGCGAAA 24 65.5 22Left rev

Primer 32 GTCGCCTTCCCCCTCCTGGGA 21 65.8 22 Right

Primer 33 GGCCTCGGATGCAGAGCTCAGCAA 24 65.4 17Left rev

Primer 34 CCTCGCCAAGGAACTCTGCAAGTT 24 61.5 17 Right

Primer 1 ACCCAGCTCGCGTGCCGCTTTAAT 24 65.5 18rev Left rev
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