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RefSeq Genes
Non-Dog RefSeq Genes
Arabido TMN1 Homo ARHGAP19-SLIT1
Homo LCOR A4 Gallus SLIT1 MM 4 Homo ARHGAP19 i<
Homo LCOR A4 Jm Homo SLIT1 wHHHH < -H<<HHH - ] Homo ARHGAP19 <
Homo LCOR A4 Danio slit1h K<4id<<jeda<s<df<fdi Hes<Hdiklitk 4 Homo ARHGAP19 i< 4
Pongo C10H100rf12| 4 i Mus Arhgap
Rattus Eif4e Xenopus Icor B333335353>3554>| Xenopus slit1 B4 <-4 - - Mus Arhgap
Oryctol EIF4E Danio lcor B33333333553535>4> Rattus Sitt {4 -<<4f-H<f-4H<HHiH 1+ 4 Macaca ARHGAP19
"aeniop LOC100189975) Mus Leor 44 Xenopus slit1 B4kl - - Gallus ARHGAP19
Pan EIF4E Homo C10orf12 [l Xenopus arhgap19
Danio eitdetc Mus Slit1 {44 4+ HHH- +—+ 4
Ictalur if4e Danio slit2 {4 b HHH -
Danio eif4eb Danio slit1a f44< - i —— -
Danio eit4e1b Danio slit3 4 4
Salmo itde
Danio eifdea

Strongy eif4e1
Aplysia LOC100533326)
Acyrtho LOC100160676
Caenorh ife-3
Acyrtho LOC100169333
Drosoph elF4E-6
Drosoph elF4E-6
Drosoph elF4E-6
Bombyx LOC732913
Caenorh ife-3
Caenorh ife-3

Acyrtho LOC100144893 |
Glycine LOC100499680 §

Ashbya AGOS_AFR478W |



