Figure S12. Nucleotide sequence of bacterial expression vector pET28a-CNA35-mCherry
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61 atggctagctcaggtgcagaattccacggatccgcacgagatatttcatcaacgaatgtt
M A S S GAEZFHGSARD I S S T NV

121 acagatttaactgtatcaccgtctaagatagaagatggtggtaaaacgacagtaaaaatg
T DLTV S P S K 1 EDGGIK TT V KM

181 acgttcgacgataaaaatggaaaaatacaaaatggtgacatgattaaagtggcatggccg
T F DD KNG KT Q NGDMI KV A WP

241 acaagcggtacagtaaagatagagggttatagtaaaacagtaccattaactgttaaaggt
T S ¢ T Vv K1 E GY S KTV P L TV K G

301 gaacaggtgggtcaagcagttattacaccagacggtgcaacaattacattcaatgataaa
E Q VGG Q AV I T PDGAT1T TFNDK

361 Otagaaaaattaagtgatgtttcgggatttgcagaatttgaagtacaaggaagaaattta
vV E K L S DbV S G FAEFEV Q G R N L

421 acgcaaacaaatacttcagatgacaaagtagctacgataacatctgggaataaatcaacg
T Q T N T S D DKV A T 1T T S G N K S T

481 aatgttacggttcataaaagtgaagcgggaacaagtagtgttttctattataaaacggga
NV TV HIKSEAGT S SV F Y Y K TG

541 gatatgctaccagaagatacgacacatgtacgatggtttttaaatattaacaatgaaaaa
b ML P EDTTHVRWFLNTNNE K

601 agttatgtatcgaaagatattactataaaggatcagattcaaggtggacagcagttagat
S YyVv sS KD 1 T1 KD Q1T Q 66 Q @ L D

661 ttaagcacattaaacattaatgtgacaggtacacatagcaattattatagtggacaaagt
L S TLNILINWVTGTHSNY Y S G Q S

721 (Jcaattactgattttgaaaaagcctttccaggttctaaaataactgttgataatacgaag
Al T D FEKAFWPGS K 1 TV DNT K

781 aacacaattgatgtaacaattccacaaggctatgggtcatataatagtttttcaattaac
N T I' DV TI1T P Q G Y G S Y NS F S 1 N

841 tacaaaaccaaaattacgaatgaacagcaaaaagagtttgttaataattcacaagcttgg
Y K T K I T N E Q Q K E F V NN S Q A W

901 tatcaagagcatggtaaggaagaagtgaacgggaaatcatttaatcatactgtgcacaat
Y Q EH G K EEV NG K S F NHTV HN

061 attaatgctaatgccggtattgaaggtactgtaaaaggtgaattaaaagttttaaaacag
I NA NA G I E G TV K G E L KV L K Q

1021 Oataaagataccaaggcttcagacgtcatggtttctaagggcgaagaggacaatatggct
b K DT KASIDUVMV S KGEETDNMA

1081 atcatcaaagagttcatgcgttttaaagtacacatggaaggctccgttaacggtcacgag
I 1 K EF MRFKWVHMETGSV N G H E

1141 tttgaaattgaaggtgagggcgaaggtcgcccgtacgaaggcactcaaacggcgaagctg
F E 1 E G E GEGWRWPYEGTQT A K L

1201 aaagtgaccaaaggtggcccactgccgttcgcttgggacattctgtccccgcaattcatg
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tatggttctaaagcgtacgtgaaacacccggcggatattccggattacctgaaactgtct
Y 6 S K AYV K HPADI P DY L K L S
ttcccggaaggtttcaaatgggaacgtgttatgaacttcgaagacggtggtgttgtaacg
F P E G F KWEWRV MNFETDGGV V T
gttactcaggactctagcctgcaggacggcgaatttatctataaagtaaaactgcgtggt
v T Q b S S L Q b G E F I Y KV K L R G
actaacttcccgtctgatggcccggttatgcaaaagaaaactatgggttgggaagcttct
T NF P SDGWPVMQ K K TMG W E A S
agcgaacgcatgtacccggaggacggtgccctgaaaggtgaaatcaaacaacgcctgaaa
S ER MY P EDGAL K G E I K Q R L K
ctgaaggacggcggccactacgatgcggaagtgaaaaccacgtacaaagcgaagaaacca
L K D G GHY D AEV K TTY KA K K P
gtacagctgcctggtgcctacaatgtgaatatcaaactggatattacctcccataacgaa
vV Q L P G A Y NV N T KULDTI TS HNE
gactataccatcgtcgaacagtatgaacgtgctgaaggtcgccatagcaccggtggcatg
DYy T 1 VEQYEWRAIESGRWHSTG GG M
gatgagttatacaagtaatatctcgag
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