
Figure S11. Nucleotide sequence of bacterial expression vector pET28a-CNA35-tdTomato  

1 atgggcagcagccatcatcatcatcatcacagcagcggcctggtgccgcgcggcagccat 

 M  G  S  S  H  H  H  H  H  H  S  S  G  L  V  P  R  G  S  H  

61 atggctagctcaggtgcagaattccacggatccgcacgagatatttcatcaacgaatgtt 

 M  A  S  S  G  A  E  F  H  G  S  A  R  D  I  S  S  T  N  V  

121 acagatttaactgtatcaccgtctaagatagaagatggtggtaaaacgacagtaaaaatg 

 T  D  L  T  V  S  P  S  K  I  E  D  G  G  K  T  T  V  K  M  

181 acgttcgacgataaaaatggaaaaatacaaaatggtgacatgattaaagtggcatggccg 

 T  F  D  D  K  N  G  K  I  Q  N  G  D  M  I  K  V  A  W  P  

241 acaagcggtacagtaaagatagagggttatagtaaaacagtaccattaactgttaaaggt 

 T  S  G  T  V  K  I  E  G  Y  S  K  T  V  P  L  T  V  K  G  

301 gaacaggtgggtcaagcagttattacaccagacggtgcaacaattacattcaatgataaa 

 E  Q  V  G  Q  A  V  I  T  P  D  G  A  T  I  T  F  N  D  K  

361 gtagaaaaattaagtgatgtttcgggatttgcagaatttgaagtacaaggaagaaattta 

 V  E  K  L  S  D  V  S  G  F  A  E  F  E  V  Q  G  R  N  L  

421 acgcaaacaaatacttcagatgacaaagtagctacgataacatctgggaataaatcaacg 

 T  Q  T  N  T  S  D  D  K  V  A  T  I  T  S  G  N  K  S  T  

481 aatgttacggttcataaaagtgaagcgggaacaagtagtgttttctattataaaacggga 

 N  V  T  V  H  K  S  E  A  G  T  S  S  V  F  Y  Y  K  T  G  

541 gatatgctaccagaagatacgacacatgtacgatggtttttaaatattaacaatgaaaaa 

 D  M  L  P  E  D  T  T  H  V  R  W  F  L  N  I  N  N  E  K  

601 agttatgtatcgaaagatattactataaaggatcagattcaaggtggacagcagttagat 

 S  Y  V  S  K  D  I  T  I  K  D  Q  I  Q  G  G  Q  Q  L  D  

661 ttaagcacattaaacattaatgtgacaggtacacatagcaattattatagtggacaaagt 

 L  S  T  L  N  I  N  V  T  G  T  H  S  N  Y  Y  S  G  Q  S  

721 gcaattactgattttgaaaaagcctttccaggttctaaaataactgttgataatacgaag 

 A  I  T  D  F  E  K  A  F  P  G  S  K  I  T  V  D  N  T  K  

781 aacacaattgatgtaacaattccacaaggctatgggtcatataatagtttttcaattaac 

 N  T  I  D  V  T  I  P  Q  G  Y  G  S  Y  N  S  F  S  I  N  

841 tacaaaaccaaaattacgaatgaacagcaaaaagagtttgttaataattcacaagcttgg 

 Y  K  T  K  I  T  N  E  Q  Q  K  E  F  V  N  N  S  Q  A  W  

901 tatcaagagcatggtaaggaagaagtgaacgggaaatcatttaatcatactgtgcacaat 

 Y  Q  E  H  G  K  E  E  V  N  G  K  S  F  N  H  T  V  H  N  

961 attaatgctaatgccggtattgaaggtactgtaaaaggtgaattaaaagttttaaaacag 

 I  N  A  N  A  G  I  E  G  T  V  K  G  E  L  K  V  L  K  Q  

1021 gataaagataccaaggcttcagacgtcggcagtggcagcggagatgaggtcgatggtatg 

 D  K  D  T  K  A  S  D  V  G  S  G  S  G  D  E  V  D  G  M  

1081 gtgagcaagggcgaggaggtcatcaaagagttcatgcgcttcaaggtgcgcatggagggc 

 V  S  K  G  E  E  V  I  K  E  F  M  R  F  K  V  R  M  E  G  

1141 tccatgaacggccacgagttcgagatcgagggcgagggcgagggccgcccctacgagggc 

 S  M  N  G  H  E  F  E  I  E  G  E  G  E  G  R  P  Y  E  G  

1201 acccagaccgccaagctgaaggtgaccaagggcggccccctgcccttcgcctgggacatc 



 T  Q  T  A  K  L  K  V  T  K  G  G  P  L  P  F  A  W  D  I  

1261 ctgtccccccagttcatgtacggctccaaggcgtacgtgaagcaccccgccgacatcccc 

 L  S  P  Q  F  M  Y  G  S  K  A  Y  V  K  H  P  A  D  I  P  

1321 gattacaagaagctgtccttccccgagggcttcaagtgggagcgcgtgatgaacttcgag 

 D  Y  K  K  L  S  F  P  E  G  F  K  W  E  R  V  M  N  F  E  

1381 gacggcggtctggtgaccgtgacccaggactcctccctgcaggacggcacgctgatctac 

 D  G  G  L  V  T  V  T  Q  D  S  S  L  Q  D  G  T  L  I  Y  

1441 aaggtgaagatgcgcggcaccaacttcccccccgacggccccgtaatgcagaagaagacc 

 K  V  K  M  R  G  T  N  F  P  P  D  G  P  V  M  Q  K  K  T  

1501 atgggctgggaggcctccaccgagcgcctgtacccccgcgacggcgtgctgaagggcgag 

 M  G  W  E  A  S  T  E  R  L  Y  P  R  D  G  V  L  K  G  E  

1561 atccaccaggccctgaagctgaaggacggcggccactacctggtggagttcaagaccatc 

 I  H  Q  A  L  K  L  K  D  G  G  H  Y  L  V  E  F  K  T  I  

1621 tacatggccaagaagcccgtgcaactgcccggctactactacgtggacaccaagctggac 

 Y  M  A  K  K  P  V  Q  L  P  G  Y  Y  Y  V  D  T  K  L  D  

1681 atcacctcccacaacgaggactacaccatcgtggaacagtacgagcgctccgagggccgc 

 I  T  S  H  N  E  D  Y  T  I  V  E  Q  Y  E  R  S  E  G  R  

1741 caccacctgttcctggggcatggcaccggcagcaccggcagcggcagctccggcaccgcc 

 H  H  L  F  L  G  H  G  T  G  S  T  G  S  G  S  S  G  T  A  

1801 tcctccgaggacaacaacatggccgtcatcaaagagttcatgcgcttcaaggtgcgcatg 

 S  S  E  D  N  N  M  A  V  I  K  E  F  M  R  F  K  V  R  M  

1861 gagggctccatgaacggccacgagttcgagatcgagggcgagggcgagggccgcccctac 

 E  G  S  M  N  G  H  E  F  E  I  E  G  E  G  E  G  R  P  Y  

1921 gagggcacccagaccgccaagctgaaggtgaccaagggcggccccctgcccttcgcctgg 

 E  G  T  Q  T  A  K  L  K  V  T  K  G  G  P  L  P  F  A  W  

1981 gacatcctgtccccccagttcatgtacggctccaaggcgtacgtgaagcaccccgccgac 

 D  I  L  S  P  Q  F  M  Y  G  S  K  A  Y  V  K  H  P  A  D  

2041 atccccgattacaagaagctgtccttccccgagggcttcaagtgggagcgcgtgatgaac 

 I  P  D  Y  K  K  L  S  F  P  E  G  F  K  W  E  R  V  M  N  

2101 ttcgaggacggcggtctggtgaccgtgacccaggactcctccctgcaggacggcacgctg 

 F  E  D  G  G  L  V  T  V  T  Q  D  S  S  L  Q  D  G  T  L  

2161 atctacaaggtgaagatgcgcggcaccaacttcccccccgacggccccgtaatgcagaag 

 I  Y  K  V  K  M  R  G  T  N  F  P  P  D  G  P  V  M  Q  K  

2221 aagaccatgggctgggaggcctccaccgagcgcctgtacccccgcgacggcgtgctgaag 

 K  T  M  G  W  E  A  S  T  E  R  L  Y  P  R  D  G  V  L  K  

2281 ggcgagatccaccaggccctgaagctgaaggacggcggccactacctggtggagttcaag 

 G  E  I  H  Q  A  L  K  L  K  D  G  G  H  Y  L  V  E  F  K  

2341 accatctacatggccaagaagcccgtgcaactgcccggctactactacgtggacaccaag 

 T  I  Y  M  A  K  K  P  V  Q  L  P  G  Y  Y  Y  V  D  T  K  

2401 ctggacatcacctcccacaacgaggactacaccatcgtggaacagtacgagcgctccgag 

 L  D  I  T  S  H  N  E  D  Y  T  I  V  E  Q  Y  E  R  S  E  

2461 ggccgccaccacctgttcctgtacggcatggacgagctgtacaagtaacgatctcgag 

 G  R  H  H  L  F  L  Y  G  M  D  E  L  Y  K  -   


