Figure S11. Nucleotide sequence of bacterial expression vector pET28a-CNA35-tdTomato
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61 atggctagctcaggtgcagaattccacggatccgcacgagatatttcatcaacgaatgtt
M A S S GAEZFHGSARD I S S T NV

121 acagatttaactgtatcaccgtctaagatagaagatggtggtaaaacgacagtaaaaatg
T DLTV S P S K 1 EDGGIK TT V KM

181 acgttcgacgataaaaatggaaaaatacaaaatggtgacatgattaaagtggcatggccg
T F DD KNG KT Q NGDMI KV A WP

241 acaagcggtacagtaaagatagagggttatagtaaaacagtaccattaactgttaaaggt
T S ¢ T Vv K1 E GY S KTV P L TV K G

301 gaacaggtgggtcaagcagttattacaccagacggtgcaacaattacattcaatgataaa
E Q VGG Q AV I T PDGAT1T TFNDK

361 Otagaaaaattaagtgatgtttcgggatttgcagaatttgaagtacaaggaagaaattta
vV E K L S DbV S G FAEFEV Q G R N L

421 acgcaaacaaatacttcagatgacaaagtagctacgataacatctgggaataaatcaacg
T Q T N T S D DKV A T 1T T S G N K S T

481 aatgttacggttcataaaagtgaagcgggaacaagtagtgttttctattataaaacggga
NV TV HIKSEAGT S SV F Y Y K TG

541 gatatgctaccagaagatacgacacatgtacgatggtttttaaatattaacaatgaaaaa
b ML P EDTTHVRWFLNTNNE K

601 agttatgtatcgaaagatattactataaaggatcagattcaaggtggacagcagttagat
S YyVv sS KD 1 T1 KD Q1T Q 66 Q @ L D

661 ttaagcacattaaacattaatgtgacaggtacacatagcaattattatagtggacaaagt
L S TLNILINWVTGTHSNY Y S G Q S

721 (Jcaattactgattttgaaaaagcctttccaggttctaaaataactgttgataatacgaag
Al T D FEKAFWPGS K 1 TV DNT K

781 aacacaattgatgtaacaattccacaaggctatgggtcatataatagtttttcaattaac
N T I' DV TI1T P Q G Y G S Y NS F S 1 N

841 tacaaaaccaaaattacgaatgaacagcaaaaagagtttgttaataattcacaagcttgg
Y K T K I T N E Q Q K E F V NN S Q A W

901 tatcaagagcatggtaaggaagaagtgaacgggaaatcatttaatcatactgtgcacaat
Y Q EH G K EEV NG K S F NHTV HN

061 attaatgctaatgccggtattgaaggtactgtaaaaggtgaattaaaagttttaaaacag
I NA NA G I E G TV K G E L KV L K Q

1021 Jataaagataccaaggcttcagacgtcggcagtggcagcggagatgaggtcgatggtatg
b K DTHKASDVS G S G S G DE V D G M

1081 0tgagcaagggcgaggaggtcatcaaagagttcatgcgcttcaaggtgcgcatggagggc
vV S K 6 E E VI K EFMRFK VR ME G

1141 tccatgaacggccacgagttcgagatcgagggcgagggcgagggecgeccctacgagggce
S M NGHEFE Il EGEGE G R P Y E G

1201 acccagaccgccaagctgaaggtgaccaagggcggccccctgcecccttcgectgggacatc
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T Q T A K L KV TKG G P L P F A W DI
ctgtccccccagttcatgtacggctccaaggcgtacgtgaagcaccccgceccgacatccce
L S PQ F MY G S KAY V KHUPATD I P
gattacaagaagctgtccttccccgagggcttcaagtgggagcgegtgatgaacttcgag
by K K L S F P EGFIKWEI RV M N F E
gacggcggtctggtgaccgtgacccaggactcctccctgcaggacggcacgctgatctac
b 666G L V TVTOQDSSL QDGT L 1Y
aaggtgaagatgcgcggcaccaacttcccccccgacggeccccgtaatgcagaagaagace
K v K Mm R 6 T NFPPDGUPV M Q K K T
atgggctgggaggcctccaccgagcgcectgtaccecccgegacggegtgectgaagggegag
M G WEASTEWRILYPRDGV L K G E
atccaccaggccctgaagctgaaggacggcggccactacctggtggagttcaagaccatc
Il H Q AL KL KDGGWHY L VEF K TI
tacatggccaagaagcccgtgcaactgcccggctactactacgtggacaccaagctggac
Y M A K K PV QL P G Y Y Y V DTK L D
atcacctcccacaacgaggactacaccatcgtggaacagtacgagcgctccgagggccgce
I T S HNEDY TI1 V E QY E R S E G R
caccacctgttcctggggcatggcaccggcagcaccggcagcggcagctccggcaccgcce
H HLF L GHGTGS TGS G S S G T A
tcctccgaggacaacaacatggcecgtcatcaaagagttcatgcgettcaaggtgcegeatg
S S EDNNMMAV I K EF MR F KV R M
gagggctccatgaacggccacgagttcgagatcgagggcgagggcgagggccgeccctac
E G S M NGHEFE 1T E G EGEGIR P Y
gagggcacccagaccgccaagctgaaggtgaccaagggcggccccctgeccttcgectgg
E G T Q T A K L KV TIKGGUP L P F A W
gacatcctgtccccccagttcatgtacggctccaaggcgtacgtgaagcaccccgecgac
b1 L S P QF MY G S KAY V KHP A D
atccccgattacaagaagctgtccttccccgagggcttcaagtgggagegegtgatgaac
I P DY K KL SFPEGFKWEI RV M N
ttcgaggacggcggtctggtgaccgtgacccaggactcctccctgcaggacggcacgetg
F E DG G L V TV T QD S S L Q D G T L
atctacaaggtgaagatgcgcggcaccaacttcccccccgacggcccecgtaatgcagaag
Il vy K vV  x. M R 6GTNJFP P DG®PV M Q K
aagaccatgggctgggaggcctccaccgagcgcctgtacccccgegacggegtgetgaag
K T Mm 6 W EASTEWRULYPRDGV L K
ggcgagatccaccaggccctgaagctgaaggacggcggccactacctggtggagttcaag
G E I HQ AL KL KDGGH Y L V E F K
accatctacatggccaagaagcccgtgcaactgcccggctactactacgtggacaccaag
T 1Yy Mm A K K PV QL P GY Y Y V DT K
ctggacatcacctcccacaacgaggactacaccatcgtggaacagtacgagcgctccgag
L b1 T SHNETDY T 1 V E QY E R S E
ggccgecaccacctgttectgtacggcatggacgagetgtacaagtaacgatctcgag
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