Figure S3. Nucleotide sequence of bacterial expression vector pET28a-mAmetrine-CNA35
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61 atggctagcccggtcgccaccatggtgagcaagggcgaggagctgttcaccggggtggtg
M AS PV ATMV S K G EEULFTG V V

121 cccatcctggtcgagctggacggcgacgtaaacggccacaagttcagcgtgcgeggegag
P 1 L VELDGIDVNGHIKF SV R G E

181 ggcgagggcgatgccaccaacggcaagctgaccctgaagttcatctgcacctccggcaag
G EGDATNGIKLTULIKZFT1T CT S G K

241 ctgcccgtgccctggeccaccctecgtgaccaccctgtcttacggegtgcagtgettcgec
L PV PWPTLVTTLSY GV Q CF A

301 cgctaccccgaccacatgaagcagcacgacttcttcaagtccgeccatgecccgaaggetac
R Yy pPDHMKQHDFFKSAMZPE G Y

361 gtccaggagcgcaccatctccttcaaggacgacggcagctacaggacccgcgeccgaggtg
v Q E R T 1 S F KDUDSGSYRTRATEV

421 aagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggag
K FEGDTULVNR RI ELIKGT1T D F K E

481 gacggcaacatcctggggcacaagctggagtacaacatgaacgtgtgggacgcgtatatc
D GN1T L GHIKILEYNWMNVWDAYI

541 acggccgacaagcagaagaacggcatcaaagcgaacttcaagatcgagcacaacgtcgag
T A DKQKNGIT K AN FIK 1T E HN V E

601 gacggcggcgtgcagctcgeccgacgcgtaccagcagaacacccccatcggcgacggcetce
D GGV QL ADAYQQNTWP 1T G D G S

661 gtgctgctgcctgacaaccactacctgagcttccagagcaagctgttcaaagaccccaac
v L L PDNWHYL S F QS KL F KD P N

721 gagcagcgcgatcacatggtcctgctggagttcgttaccgccgecgggatcactctcgaa
EQRDHHMYV L L EFV TAAGII1 TL E

781 ttccacggatccgcacgagatatttcatcaacgaatgttacagatttaactgtatcaccy
FHGSARD I S S TNV T DL TV S P

841 tctaagatagaagatggtggtaaaacgacagtaaaaatgacgttcgacgataaaaatgga
S K 1 ED G G K T TV KMTFDD K N G

901 aaaatacaaaatggtgacatgattaaagtggcatggccgacaagcggtacagtaaagata
K 1 Q NG DM 1T KV AWZPTS G TV K I

061 QJagggttatagtaaaacagtaccattaactgttaaaggtgaacaggtgggtcaagcagtt
E G Y S K TV PL TV KGEUQV G Q AV

1021 attacaccagacggtgcaacaattacattcaatgataaagtagaaaaattaagtgatgtt
I T P D GATI1 TFNUDKV E KL S DV

1081 tcgggatttgcagaatttgaagtacaaggaagaaatttaacgcaaacaaatacttcagat
S G F AEFEV QGRNWLTOQTNT S D

1141 QJacaaagtagctacgataacatctgggaataaatcaacgaatgttacggttcataaaagt
D KV A TI1T TS GNIKS TNV TV H K S

1201 Jaagcgggaacaagtagtgttttctattataaaacgggagatatgctaccagaagatacg
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E A G TS SV FYY KTGODMUL P EDT
acacatgtacgatggtttttaaatattaacaatgaaaaaagttatgtatcgaaagatatt
T HV R W FL N T NNUEK S Y V S K D I
actataaaggatcagattcaaggtggacagcagttagatttaagcacattaaacattaat
T 1 KDOQT1 QG666 Q QL DLSTTLNTIN
gtgacaggtacacatagcaattattatagtggacaaagtgcaattactgattttgaaaaa
v T 6 T H S N Y Y S G Q S A 1 T D F E K
gcctttccaggttctaaaataactgttgataatacgaagaacacaattgatgtaacaatt
AAF P G S K 1 T V DNTKNTI1T DV T1I
ccacaaggctatgggtcatataatagtttttcaattaactacaaaaccaaaattacgaat
P Q GY G S Y NS F S I1T NY K TK I TN
gaacagcaaaaagagtttgttaataattcacaagcttggtatcaagagcatggtaaggaa
E Q Q KEF VNNSUGQAWYOQETUHTGKE
gaagtgaacgggaaatcatttaatcatactgtgcacaatattaatgctaatgccggtatt
E VN G K S F N H TV HNTNANAG I
gaaggtactgtaaaaggtgaattaaaagttttaaaacaggataaagataccaaggcttca
E G T V K G E L KV L K QD KD TK A S

gacgtcctgtaaggcattgctcgag
D VvV L -



