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Figure S3. Expression of 23 selected CaNAC genes in chickpea roots and leaves under dehydration  
and ABA treatments. (A) Summary of the results of the expression data. (B) Venn diagram analysis of 
dehydration- and ABA-responsive CaNAC genes in roots and leaves of chickpea plants. The ABA- 
and/or dehydration-responsive genes were defined as those whose expression is altered by at least 
2-fold (P < 0.05) at 2 and/or 5 h of dehydration and/or ABA treatment. 


