Table S5 Haplotype association of the 5 risk SNPs rs9276370, rs7756516, rs7453920 and rs9277535 with persistent HBV infection
	Haplotype
	Estimated Frequency (%)
	Logistic regression
	Logistic regression adjusted for age

	
	Case
	Control
	All
	P-value
	OR (95% CI)
	P-value
	OR (95% CI)

	
	(N=1623)
	(N=1065)
	(N=2688)
	
	
	
	

	T-T-G-G
	69.93%
	58.26%
	65.31%
	1.95×10-18
	1.67 (1.49-1.87)
	1.95×10-18
	1.67 (1.49-1.87)

	T-T-G-A
	21.66%
	26.95%
	23.75%
	8.53×10-6
	0.75 (0.66-0.85)
	1.23×10-5
	0.75 (0.66-0.86)

	All other
	8.41%
	14.79%
	10.94%
	4.40×10-13
	0.53 (0.45-0.63)
	1.87×10-13
	0.52 (0.44-0.62)
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