	Table S5: Association between TLR9 haplotype combinations and risk of Crohn's disease (CD), ulcerative colitis (UC) and all inflammatory bowel disease (IBD).

	Haplotype combinations
	Haplotypes
	
	
	
	Crohn's disease (CD) vs 

Controls
	Ulcerative colitis (UC) vs 

Controls
	Inflammatory bowel disease (IBD) vs Controls

	
	rs187084 

-1486 T>C
	rs352139

1174 G>A
	NCD
	NUC
	NControl
	OR1
	(95% CI)
	P-value
	OR1
	(95% CI)
	P-value
	OR1
	(95% CI)
	P-value

	11
	C:C
	G:G
	113
	81
	140
	1.15
	0.82-1.62
	0.43
	1.53
	1.03-2.28
	0.04
	1.29
	0.95-1.74
	0.11

	22
	T:T
	A:A
	117
	63
	167
	1.00
	-
	-
	1.00
	-
	-
	1.00
	-
	-

	33
	T:T
	G:G
	6
	8
	12
	0.71
	0.26-1.96
	0.62
	1.77
	0.69-4.53
	0.30
	1.08
	0.49-2.41
	1.00

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	12
	C:T
	G:A
	241
	141
	262
	1.31
	0.98-1.76
	0.07
	1.43
	1.00-2.03
	0.05
	1.35
	1.04-1.76
	0.03

	13
	C:T
	G:G
	70
	56
	101
	0.99
	0.67-1.45
	1.00
	1.47
	0.95-2.27
	0.09
	1.16
	0.83-1.62
	0.44

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	23
	T:T
	G:A
	64
	52
	78
	1.17
	0.78-1.76
	0.47
	1.77
	1.12-2.79
	0.02
	1.38
	0.97-1.97
	0.09

	The -1486C allele in combination with the 1174G allele has been shown to down regulate expression 
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.

OR: Odds ratio.

1OR was calculated for each haplotype combination by using the haplotype 22 as refence group.


