	Table S2. Primers Used for Multilocus Sequence Typing

	

	
	
	
	
	

	Locus
	Primer
	Direction
	Sequence (5’ – 3’)
	Reference

	
	
	
	
	

	
	
	
	
	

	aroE
	aroE_csfF
	F
	CGTTTAGCTGCAGTTGTTGC
	1

	
	aroE_csfR
	R
	CCCACACTGGTGGCATTAAC
	1

	
	
	
	
	

	gdh
	gdh_F
	F
	GGACAAACCAGCNAGYTT
	2

	
	gdh_R
	R
	GCTTGAGGTCCCATRCTNCC
	2

	
	Nepal_gdhF
	F
	CTACAACTTCTTTCGCTCCT
	--a

	
	Nepal_gdhR
	R
	GGTGCCAAATGGACTTGGCA
	--a

	
	
	
	
	

	gki
	gki_F
	F
	GGCATTGGAATGGGATCACC
	2

	
	gki_R
	R
	TCTCCCGCAGCTGACAC
	2

	
	
	
	
	

	recP
	recP_F
	F
	GCCAACTCAGGTCATCCAGG
	2

	
	recP_extR
	R
	AGATGGCTTGCCTGAAGC
	--b

	
	
	
	
	

	spi
	spi_extF
	F
	CGCTTAGAAAGGTAAGTTATGA
	--b

	
	spi_R
	R
	GTGATTGGCCAGAAGCGGAA
	2

	
	
	
	
	

	xpt
	xpt_csfF
	F
	CCACTACAACGGGAAATATTTGA
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	xpt_extR
	R
	CTTGAGTTTGCATTAGAGATCTGC
	--b

	
	
	
	
	

	ddl
	ddl_extF
	F
	AGCGTGTTCTGGAATCTGC
	--b

	
	ddl_extR
	R
	AGGTCAACCAAACGCTCG
	--b


a. The standard gdh MLST primers did not produce a PCR amplicon for some isolates; therefore, alternative gdh primers were designed for this study.
b. Redesigned original MLST primer to accommodate newer generation sequencing machines.
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