
AY486139 Perkinsus mediterraneus
AF126013 Perkinsus marinus

FJ424512 Parvilucifera prorocentri

AY803741 Prorocentrum minimum
AJ506975 Dinophysis rotundata

AY664880 Sargasso Sea

AY443025 Woloszynskia leopoliensis

AB466289 Polykrikos schwartzii
AF022199 Lepidodinium viride

AB265962 Gymnodinium catenatum

FJ459761 Stylocephalus giganteus
FJ459739 Geneiorhynchus manifestus

FJ459755 Paraschneideria metamorphosa
DQ462456 Ascogregarina culicis

AF151376 Cryptosporidium serpentis
AF093492 Cryptosporidium parvum

AB012200 Theileria sp.
AY150064 Babesia equi

AF238265 coral
AY613853 Eimeria arnyi
AB243081 Eimeria gruis

M64244 Sarcocystis muris

U03070 Toxoplasma gondii
L76471 Isospora felis

AB721062 Japan water purification plant

GQ483744 Bahamas thrombolites

GQ483794 Bahamas thrombolites
DQ174732 Vitrella brassicaformis

AY234843 Alphamonas edax
JN090885 Greece lake

GU067926 Luxembourg lake

AB721048 Japan water purification plant
AB695445 Antarctic moss pillars

AY919792 New York lake
DQ244031 France deep lake

AB771878 Japan lake
AF372772 California anoxic lagoon?

KC315839 Greece lake
GU647186 Connecticut lake

DQ244027 France deep lake
DQ174731 Chromera velia
AB721057 Japan water purification plant

FN598253 deep sea
FN598219 deep sea

AY078092 Voromonas pontica IBIW RAS G-3
GQ411073 human

JX624256 mosquito
EF025008 Wisconsin forest soil

AY142075 Colpodella sp. ATCC50594
AY449717 Colpodella sp. ATCC50594

AJ697751 ostrich feces
AF330214 Colpodella tetrahymenae

AF372786 California anoxic lagoon
EF100359 Greenland intertidal sediment

EF100376 Greenland intertidal sediment
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Fig. S1. Maximum likelihood phylogeny of small subunit rRNA sequences from alveolates representing the available 
diversity of colpodellids, chromerids, and related environmental sequences. Support for nodes is indicated by % bootstrap 
support (out of 1000) in the ML analysis (RAxML GTRΓ) / Bayesian posterior probability (Phylobayes GTRCAT) where 
greater than 55 or 0.9. The subject of this study, Voromonas pontica, is indicated by white text on a black background. The 
photosynthetic chromerids Chromera velia and Vitrella brassicaformis are indicated by bold text. A question mark after 
accession AF372772 indicates a possible misidentification or chimeric sequence; this study also sampled a lake.


