
SUPPORTING DATA

Supporting Figure S1. Bacterial Community Richness and Diversity Estimators by Sample. 
The figure shows, for each sample, the sample type (appendix or rectum), the diagnosis (normal, appendicitis, perforated appendicitis), the observed number of OTUs, and the Chao1, ACE (richness), Shannon (diversity), and Simpson values.
Supporting Figure S2. Bacterial community composition at the phylum level. The figure shows the bacterial relative abundance (fraction of total sequence reads assigned to each of the bacteria phyla listed in the legend on the right side) for each of the samples studied. The sample names follow the convention used in Figure 1: Samples are listed by ID number, SnX/Y, where n is the subject identification number, X describes the body site (A for appendix, R for rectum), and Y describes the patient’s diagnosis (N for normal appendix, NP for an appendix with non-perforating appendicitis, and P for an appendix with perforating appendicitis).
Supporting Figure S3. Bacterial community composition at the genus level. The figure shows the bacterial relative abundance (fraction of total sequence reads assigned to each of the bacteria genera listed in the legend on the right side). The sample names follow the convention used in Figure 1: Samples are listed by ID number, SnX/Y, where n is the subject identification number, X describes the body site (A for appendix, R for rectum), and Y describes the patient’s diagnosis (N for normal appendix, NP for an appendix with non-perforating appendicitis, and P for an appendix with perforating appendicitis).
Supporting Figure S1. Bacterial Community Richness and Diversity Estimators by Sample. 
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Supporting Figure S2. Sample by sample microbial Phyla abundance.
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Supporting Figure S3. Sample by sample microbial Genus abundance.
[image: image4.png]SORX_N
SSR_P
STR_P
S6R_N

sseone [
ey - T T T N
S3R_P
S2R_NP
S20R_NP
S1IR_NP
S19R_N
S18R_NP
S15R_NP
S14R_N
S12R_P
S11R_P
S10R_N
S9AX_N
S9A_P
S8A_P
S7A_P
S5A_NP
SAA_P
S3A_P
S2A_NP
S20A_NP
S1A_NP
S19A_N
S18A_NP
S17A_N
S16A_P
S15A_NP
S14A_N
S13A_P
S12A_P
S11A_P
S10A_N

0% 10% 20% 30% 40% 50% 60% 70% 80%

90%

100%

M Bacteroidaceae_Bacteroides

M ncertae Sedis XI_Parvimonas

M pPrevotellaceae_Prevotella

B achnospiraceae_"Lachnospiraceae Incertae Sedis"

M ncertae Sedis XI_Peptoniphilus

M Clostridiales_Other

M ncertae Sedis XI_Anaerococcus

M ncertae Sedis XI_Other

M Porphyromonadaceae_Porphyromonas

M Enterobacteriaceae_Shigella

M Ruminococcaceae_Faecalibacterium
Peptostreptococcaceae_Peptostreptococcus

M Erysipelotrichaceae_Bulleidia

B Porphyromonadaceae_Parabacteroides

¥ Fusobacteriaceae_Fusobacterium

M ncertae Sedis XI_Finegoldia

W Actinomycetales_Actinomycineae
Enterococcaceae_Enterococcus

M Coriobacteriales_Coriobacterineae

M Ruminococcaceae_Other

H Veillonellaceae_Dialister

M Bradyrhizobiaceae_Bradyrhizobium

W Campylobacteraceae_Campylobacter
Rikenellaceae_Alistipes

W Lachnospiraceae_Other
Erysipelotrichaceae_Erysipelotrichaceae Incertae Sedis

W Bacteroidales_Other

W Streptococcaceae_Streptococcus

¥ Porphyromonadaceae_Other
Ruminococcaceae_"Ruminococcaceae Incertae Sedis"

W Peptostreptococcaceae_"Peptostreptococcaceae Incertae Sedis"
Incertae Sedis XII_Other

W Mycoplasmataceae_Mycoplasma

W Desulfovibrionaceae_Bilophila

Wincertae Sedis XI_Gemella
Comamonadaceae_Acidovorax

W Peptostreptococcaceae_Filifactor
Veillonellaceae_Other

" Actinomycetales_Corynebacterineae

¥ Clostridia_Other

Wincertae Sedis XIll_Anaerovorax
Incertae sedis 5_Aquabacterium

W Spirochaetaceae_Treponema
Lachnospiraceae_Roseburia

" Pseudomonadaceae_Pseudomonas

W Bacteria_Other

" Peptococcaceae_Peptococcaceae 1
Ruminococcaceae_Ruminococcus

" Veillonellaceae_Veillonella
Lachnospiraceae_Coprococcus
Erysipelotrichaceae_Coprobacillus

W Staphylococcaceae_Staphylococcus

“lIncertae Sedis XI_Gallicola
Ruminococcaceae_Anaerotruncus

" Flavobacteriaceae_Cloacibacterium
Ruminococcaceae_Subdoligranulum
Alcaligenaceae_Sutterella






