Table S20. Full results of Allelic & Genotypic Association Analyses for Transformed Data (adjusted for sex and age)

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	Paranoia
	rs1625579
	1
	98275522
	T
	2111
	0.08
	2.02
	0.04
	0.022
	0.058

	
	rs10489202
	1
	166169703
	T
	2132
	-0.04
	-1.06
	0.03
	0.144
	0.280

	
	rs2312147
	2
	58076432
	C
	2086
	0.01
	0.35
	0.03
	0.362
	0.355

	
	rs1344706
	2
	185486673
	C
	2115
	0.06
	2.09
	0.03
	0.019
	0.055

	
	rs2239547
	3
	52830269
	T
	2076
	-0.04
	-1.08
	0.03
	0.141
	0.132

	
	rs3800307
	6
	27293771
	A
	2133
	-0.04
	-1.09
	0.04
	0.139
	0.194

	
	rs4452638
	6
	27337244
	A
	2133
	0.03
	0.61
	0.04
	0.273
	0.414

	
	rs6938200
	6
	27339129
	G
	2133
	-0.05
	-1.27
	0.04
	0.103
	0.144

	
	rs201002
	6
	27916171
	A
	2131
	0.01
	0.24
	0.04
	0.407
	0.297

	
	rs2299030
	6
	28306734
	C
	2129
	0.04
	0.46
	0.08
	0.323
	NA

	
	rs742107
	6
	28398693
	G
	2133
	0.05
	0.71
	0.08
	0.239
	NA

	
	rs2021722
	6
	30282110
	C
	1952
	-0.05
	-1.20
	0.04
	0.116
	0.188

	
	rs3131296
	6
	32280971
	T
	1947
	0.04
	0.85
	0.05
	0.197
	0.311

	
	rs10503253
	8
	4168252
	A
	2114
	-0.02
	-0.62
	0.04
	0.269
	0.367

	
	rs16887244
	8
	38150502
	G
	2132
	0.02
	0.50
	0.03
	0.308
	0.426

	
	rs1488935
	8
	38252950
	A
	2132
	0.01
	0.14
	0.04
	0.443
	0.478

	
	rs7004633
	8
	89829427
	G
	2077
	-0.01
	-0.27
	0.04
	0.395
	0.476

	
	rs10994359
	10
	61892113
	C
	2127
	-0.10
	-1.49
	0.07
	0.068
	0.111

	
	rs7914558
	10
	104765898
	G
	2128
	-0.02
	-0.77
	0.03
	0.220
	0.291

	
	rs11191580
	10
	104896201
	T
	2133
	-0.02
	-0.40
	0.06
	0.344
	0.435

	
	rs835784
	11
	44820394
	A
	2132
	0.00
	-0.16
	0.03
	0.436
	0.138

	
	rs12807809
	11
	124111495
	T
	2108
	0.06
	1.47
	0.04
	0.071
	0.153


Table S20. Cont. 

	  
	
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs548181
	11
	124966919
	G
	2126
	0.00
	0.05
	0.05
	0.479
	0.266

	
	rs4765905
	12
	2219845
	C
	2133
	0.05
	1.58
	0.03
	0.058
	0.045

	
	rs4309482
	18
	50901467
	A
	2132
	0.04
	1.24
	0.03
	0.108
	0.210

	
	rs12966547
	18
	50903015
	G
	2132
	0.04
	1.24
	0.03
	0.108
	0.210

	
	rs9960767
	18
	51306000
	C
	2084
	0.16
	2.12
	0.08
	0.017
	6.23x10-4

	
	rs17512836
	18
	51345959
	C
	2126
	0.35
	3.48
	0.10
	2.57x10-4
	2.60x10-4

	Hallucinations
	rs1625579
	1
	98275522
	T
	2116
	0.00
	-0.06
	0.04
	0.475
	0.314

	
	rs10489202
	1
	166169703
	T
	2137
	-0.02
	-0.74
	0.03
	0.231
	0.047

	
	rs2312147
	2
	58076432
	C
	2091
	-0.04
	-1.38
	0.03
	0.084
	0.188

	
	rs1344706
	2
	185486673
	C
	2120
	0.01
	0.22
	0.03
	0.415
	0.318

	
	rs2239547
	3
	52830269
	T
	2081
	-0.05
	-1.61
	0.03
	0.054
	0.083

	
	rs3800307
	6
	27293771
	A
	2138
	-0.01
	-0.20
	0.04
	0.423
	0.474

	
	rs4452638
	6
	27337244
	A
	2138
	-0.01
	-0.26
	0.04
	0.399
	0.415

	
	rs6938200
	6
	27339129
	G
	2138
	0.01
	0.19
	0.03
	0.426
	0.453

	
	rs201002
	6
	27916171
	A
	2136
	0.02
	0.52
	0.04
	0.300
	0.148

	
	rs2299030
	6
	28306734
	C
	2134
	0.04
	0.49
	0.08
	0.313
	NA

	
	rs742107
	6
	28398693
	G
	2138
	0.05
	0.64
	0.07
	0.260
	NA

	
	rs2021722
	6
	30282110
	C
	1957
	-0.03
	-0.83
	0.04
	0.204
	0.177

	
	rs3131296
	6
	32280971
	T
	1951
	0.01
	0.17
	0.04
	0.434
	0.390

	
	rs10503253
	8
	4168252
	A
	2119
	0.00
	-0.06
	0.04
	0.478
	0.497

	
	rs16887244
	8
	38150502
	G
	2137
	-0.04
	-1.33
	0.03
	0.092
	0.159

	
	rs1488935
	8
	38252950
	A
	2137
	-0.05
	-1.42
	0.03
	0.078
	0.182

	
	rs7004633
	8
	89829427
	G
	2082
	-0.01
	-0.24
	0.04
	0.406
	0.281


Table S20. Cont. 

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs10994359
	10
	61892113
	C
	2132
	-0.06
	-0.92
	0.06
	0.180
	0.281

	
	rs7914558
	10
	104765898
	G
	2133
	0.00
	-0.07
	0.03
	0.471
	0.496

	
	rs11191580
	10
	104896201
	T
	2138
	-0.03
	-0.63
	0.05
	0.265
	0.370

	
	rs835784
	11
	44820394
	A
	2137
	-0.02
	-0.85
	0.03
	0.198
	0.097

	
	rs12807809
	11
	124111495
	T
	2113
	0.01
	0.21
	0.04
	0.416
	0.323

	
	rs548181
	11
	124966919
	G
	2131
	0.04
	0.95
	0.04
	0.171
	0.307

	
	rs4765905
	12
	2219845
	C
	2138
	0.01
	0.39
	0.03
	0.349
	0.241

	
	rs4309482
	18
	50901467
	A
	2137
	0.03
	0.90
	0.03
	0.184
	0.140

	
	rs12966547
	18
	50903015
	G
	2137
	0.03
	0.90
	0.03
	0.184
	0.140

	
	rs9960767
	18
	51306000
	C
	2089
	-0.02
	-0.24
	0.07
	0.405
	0.010

	
	rs17512836
	18
	51345959
	C
	2131
	0.16
	1.71
	0.10
	0.044
	0.011

	Cog. Disorg. 
	rs1625579
	1
	98275522
	T
	2111
	0.00
	-0.04
	0.04
	0.484
	0.496

	
	rs10489202
	1
	166169703
	T
	2132
	0.00
	-0.02
	0.04
	0.494
	0.164

	
	rs2312147
	2
	58076432
	C
	2088
	-0.03
	-0.99
	0.03
	0.161
	0.246

	
	rs1344706
	2
	185486673
	C
	2115
	-0.02
	-0.68
	0.03
	0.250
	0.204

	
	rs2239547
	3
	52830269
	T
	2076
	0.04
	1.22
	0.03
	0.112
	0.188

	
	rs3800307
	6
	27293771
	A
	2133
	-0.02
	-0.66
	0.03
	0.253
	0.005

	
	rs4452638
	6
	27337244
	A
	2133
	-0.07
	-1.99
	0.04
	0.024
	0.068

	
	rs6938200
	6
	27339129
	G
	2133
	0.04
	0.86
	0.04
	0.195
	0.016

	
	rs201002
	6
	27916171
	A
	2131
	0.06
	1.40
	0.04
	0.082
	0.170

	
	rs2299030
	6
	28306734
	C
	2129
	0.06
	0.76
	0.08
	0.224
	NA

	
	rs742107
	6
	28398693
	G
	2133
	0.06
	0.82
	0.07
	0.206
	NA

	
	rs2021722
	6
	30282110
	C
	1953
	0.00
	0.00
	0.04
	0.500
	0.008

	
	rs3131296
	6
	32280971
	T
	1947
	0.03
	0.66
	0.04
	0.255
	0.020


Table S20. Cont.

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs10503253
	8
	4168252
	A
	2114
	-0.05
	-1.30
	0.04
	0.098
	0.142

	
	rs16887244
	8
	38150502
	G
	2132
	0.00
	-0.14
	0.03
	0.443
	0.476

	
	rs1488935
	8
	38252950
	A
	2132
	-0.02
	-0.51
	0.03
	0.307
	0.384

	
	rs7004633
	8
	89829427
	G
	2077
	-0.04
	-1.13
	0.04
	0.131
	0.236

	
	rs10994359
	10
	61892113
	C
	2127
	-0.05
	-0.80
	0.06
	0.212
	0.356

	
	rs7914558
	10
	104765898
	G
	2128
	-0.02
	-0.81
	0.03
	0.208
	0.215

	
	rs11191580
	10
	104896201
	T
	2133
	-0.08
	-1.50
	0.05
	0.067
	0.162

	
	rs835784
	11
	44820394
	A
	2132
	0.01
	0.29
	0.03
	0.385
	0.372

	
	rs12807809
	11
	124111495
	T
	2108
	0.07
	1.68
	0.04
	0.047
	0.096

	
	rs548181
	11
	124966919
	G
	2126
	0.04
	0.78
	0.04
	0.218
	0.066

	
	rs4765905
	12
	2219845
	C
	2133
	0.04
	1.20
	0.03
	0.116
	0.242

	
	rs4309482
	18
	50901467
	A
	2132
	-0.01
	-0.27
	0.03
	0.393
	0.226

	
	rs12966547
	18
	50903015
	G
	2132
	-0.01
	-0.27
	0.03
	0.393
	0.226

	
	rs9960767
	18
	51306000
	C
	2084
	0.07
	0.99
	0.07
	0.162
	0.089

	
	rs17512836
	18
	51345959
	C
	2126
	0.23
	2.34
	0.10
	0.010
	0.021

	Grandiosity
	rs1625579
	1
	98275522
	T
	2114
	0.02
	0.40
	0.04
	0.346
	0.434

	
	rs10489202
	1
	166169703
	T
	2135
	-0.03
	-0.94
	0.03
	0.174
	0.076

	
	rs2312147
	2
	58076432
	C
	2090
	-0.03
	-0.96
	0.03
	0.168
	0.137

	
	rs1344706
	2
	185486673
	C
	2118
	-0.01
	-0.27
	0.03
	0.395
	0.010

	
	rs2239547
	3
	52830269
	T
	2079
	0.01
	0.38
	0.03
	0.353
	0.464

	
	rs3800307
	6
	27293771
	A
	2136
	-0.05
	-1.30
	0.04
	0.097
	0.212

	
	rs4452638
	6
	27337244
	A
	2136
	0.00
	0.01
	0.04
	0.494
	0.496

	
	rs6938200
	6
	27339129
	G
	2136
	-0.05
	-1.35
	0.04
	0.089
	0.177

	
	rs201002
	6
	27916171
	A
	2134
	0.02
	0.57
	0.04
	0.285
	0.424


Table S20. Cont. 

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs2299030
	6
	28306734
	C
	2132
	-0.04
	-0.45
	0.08
	0.327
	NA

	
	rs742107
	6
	28398693
	G
	2136
	-0.04
	-0.47
	0.08
	0.320
	NA

	
	rs2021722
	6
	30282110
	C
	1955
	0.00
	0.06
	0.04
	0.476
	0.371

	
	rs3131296
	6
	32280971
	T
	1949
	0.03
	0.70
	0.05
	0.243
	0.282

	
	rs10503253
	8
	4168252
	A
	2117
	0.01
	0.21
	0.04
	0.419
	0.487

	
	rs16887244
	8
	38150502
	G
	2135
	0.03
	0.93
	0.03
	0.176
	0.261

	
	rs1488935
	8
	38252950
	A
	2135
	0.04
	1.02
	0.03
	0.154
	0.297

	
	rs7004633
	8
	89829427
	G
	2080
	0.05
	1.18
	0.04
	0.119
	0.210

	
	rs10994359
	10
	61892113
	C
	2130
	-0.06
	-0.90
	0.06
	0.184
	0.144

	
	rs7914558
	10
	104765898
	G
	2131
	0.00
	0.10
	0.03
	0.461
	0.437

	
	rs11191580
	10
	104896201
	T
	2136
	-0.05
	-0.84
	0.05
	0.200
	0.318

	
	rs835784
	11
	44820394
	A
	2135
	0.05
	1.58
	0.03
	0.058
	0.121

	
	rs12807809
	11
	124111495
	T
	2111
	-0.02
	-0.39
	0.04
	0.347
	0.450

	
	rs548181
	11
	124966919
	G
	2129
	-0.04
	-0.85
	0.05
	0.198
	0.212

	
	rs4765905
	12
	2219845
	C
	2136
	0.01
	0.34
	0.03
	0.369
	0.473

	
	rs4309482
	18
	50901467
	A
	2135
	0.03
	0.87
	0.04
	0.191
	0.091

	
	rs12966547
	18
	50903015
	G
	2135
	0.02
	0.71
	0.03
	0.238
	0.091

	
	rs9960767
	18
	51306000
	C
	2087
	-0.02
	-0.53
	0.03
	0.299
	0.208

	
	rs17512836
	18
	51345959
	C
	2129
	-0.01
	-0.21
	0.03
	0.417
	0.336

	Anhedonia
	rs1625579
	1
	98275522
	T
	2112
	-0.02
	-0.50
	0.03
	0.308
	0.113

	
	rs10489202
	1
	166169703
	T
	2133
	0.00
	-0.05
	0.04
	0.480
	0.383

	
	rs2312147
	2
	58076432
	C
	2087
	0.05
	1.23
	0.04
	0.110
	0.070

	
	rs1344706
	2
	185486673
	C
	2116
	0.00
	-0.13
	0.04
	0.448
	0.469

	
	rs2239547
	3
	52830269
	T
	2077
	0.04
	0.89
	0.04
	0.187
	0.025


Table S20. Cont. 

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs3800307
	6
	27293771
	A
	2134
	0.12
	1.46
	0.08
	0.072
	0.455

	
	rs4452638
	6
	27337244
	A
	2134
	0.10
	1.30
	0.08
	0.097
	0.161

	
	rs6938200
	6
	27339129
	G
	2134
	0.00
	0.03
	0.04
	0.490
	0.448

	
	rs201002
	6
	27916171
	A
	2132
	-0.01
	-0.15
	0.05
	0.441
	0.337

	
	rs2299030
	6
	28306734
	C
	2130
	-0.03
	-0.75
	0.04
	0.227
	NA

	
	rs742107
	6
	28398693
	G
	2134
	-0.04
	-1.29
	0.03
	0.098
	NA

	
	rs2021722
	6
	30282110
	C
	1953
	-0.05
	-1.52
	0.04
	0.064
	0.382

	
	rs3131296
	6
	32280971
	T
	1948
	-0.04
	-0.90
	0.04
	0.184
	0.158

	
	rs10503253
	8
	4168252
	A
	2115
	0.06
	1.00
	0.06
	0.159
	0.031

	
	rs16887244
	8
	38150502
	G
	2133
	0.03
	0.87
	0.04
	0.191
	0.177

	
	rs1488935
	8
	38252950
	A
	2133
	0.02
	0.71
	0.03
	0.238
	0.148

	
	rs7004633
	8
	89829427
	G
	2078
	-0.02
	-0.53
	0.03
	0.299
	0.310

	
	rs10994359
	10
	61892113
	C
	2128
	-0.01
	-0.21
	0.03
	0.417
	0.171

	
	rs7914558
	10
	104765898
	G
	2129
	-0.05
	-1.64
	0.03
	0.102
	0.051

	
	rs11191580
	10
	104896201
	T
	2134
	-0.09
	-1.55
	0.06
	0.121
	0.061

	
	rs835784
	11
	44820394
	A
	2133
	0.01
	0.43
	0.03
	0.666
	0.333

	
	rs12807809
	11
	124111495
	T
	2109
	0.00
	-0.07
	0.04
	0.941
	0.471

	
	rs548181
	11
	124966919
	G
	2127
	0.05
	1.06
	0.05
	0.287
	0.144

	
	rs4765905
	12
	2219845
	C
	2134
	-0.02
	-0.51
	0.03
	0.608
	0.304

	
	rs4309482
	18
	50901467
	A
	2133
	0.01
	0.35
	0.03
	0.723
	0.362

	
	rs12966547
	18
	50903015
	G
	2133
	0.01
	0.35
	0.03
	0.723
	0.362

	
	rs9960767
	18
	51306000
	C
	2085
	-0.06
	-0.87
	0.07
	0.386
	0.193

	
	rs17512836
	18
	51345959
	C
	2127
	0.00
	0.03
	0.10
	0.978
	0.489

	Neg. Sympt.  
	rs1625579
	1
	98275522
	G
	2118
	-0.07
	-1.84
	0.04
	0.065
	0.033


Table S20. Cont.

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs10489202
	1
	166169703
	T
	2139
	-0.04
	-1.18
	0.03
	0.236
	0.118

	
	rs2312147
	2
	58076432
	T
	2093
	0.00
	0.10
	0.03
	0.924
	0.462

	
	rs1344706
	2
	185486673
	C
	2123
	0.02
	0.83
	0.03
	0.405
	0.203

	
	rs2239547
	3
	52830269
	C
	2084
	0.05
	1.59
	0.03
	0.112
	0.056

	
	rs3800307
	6
	27293771
	A
	2140
	-0.03
	-0.98
	0.03
	0.330
	0.165

	
	rs4452638
	6
	27337244
	A
	2140
	0.05
	1.33
	0.04
	0.183
	0.092

	
	rs6938200
	6
	27339129
	G
	2140
	-0.03
	-0.76
	0.03
	0.447
	0.224

	
	rs201002
	6
	27916171
	G
	2138
	0.01
	0.22
	0.04
	0.828
	0.414

	
	rs2299030
	6
	28306734
	C
	2136
	0.09
	1.24
	0.07
	0.215
	0.108

	
	rs742107
	6
	28398693
	G
	2140
	0.11
	1.53
	0.07
	0.126
	0.063

	
	rs2021722
	6
	30282110
	T
	1962
	-0.01
	-0.38
	0.03
	0.353
	0.459

	
	rs3131296
	6
	32280971
	T
	1953
	0.00
	0.11
	0.04
	0.458
	0.332

	
	rs10503253
	8
	4168252
	A
	2121
	-0.08
	-2.34
	0.03
	0.010
	0.028

	
	rs16887244
	8
	38150502
	G
	2139
	0.01
	0.17
	0.03
	0.432
	0.471

	
	rs1488935
	8
	38252950
	A
	2139
	0.02
	0.64
	0.03
	0.261
	0.271

	
	rs7004633
	8
	89829427
	G
	2084
	0.01
	0.24
	0.04
	0.406
	0.476

	
	rs10994359
	10
	61892113
	C
	2134
	-0.08
	-1.42
	0.06
	0.079
	0.108

	
	rs7914558
	10
	104765898
	A
	2135
	0.00
	-0.11
	0.03
	0.455
	0.483

	
	rs11191580
	10
	104896201
	C
	2140
	-0.01
	-0.19
	0.05
	0.424
	0.490

	
	rs835784
	11
	44820394
	A
	2139
	0.02
	0.61
	0.03
	0.271
	0.288

	
	rs12807809
	11
	124111495
	C
	2114
	0.02
	0.41
	0.04
	0.343
	0.403

	
	rs548181
	11
	124966919
	A
	2133
	0.08
	1.86
	0.04
	0.032
	0.076

	
	rs4765905
	12
	2219845
	C
	2140
	0.04
	1.53
	0.03
	0.063
	0.104

	
	rs4309482
	18
	50901467
	G
	2139
	-0.01
	-0.29
	0.03
	0.388
	0.259


Table S20. Cont.

	 
	 
	 
	 
	 
	 
	Allelic Association
	Genotypic Association

	 
	SNP
	Chr
	Position
	Allele
	N
	Beta
	t-Stat
	SE
	ADD p-value
	Geno_2DF p-value

	
	rs12966547
	18
	50903015
	A
	2139
	-0.01
	-0.29
	0.03
	0.388
	0.259

	
	rs9960767
	18
	51306000
	C
	2091
	-0.04
	-0.54
	0.07
	0.296
	0.168

	
	rs17512836
	18
	51345959
	C
	2133
	-0.12
	-1.26
	0.09
	0.105
	0.217


Note: Chr, chromosome; Position, positions based on Human Genome Build 36; Allele, risk allele; Beta, regression coefficient; ADD, additive linear regression model; GENO_2DF, two degrees of freedom joint test of additivity and dominance deviation (it does not assume a linear relationship); values in bold signify nominal significance; Cog. Disorg., Cognitive Disorganisation; Neg. Sympt., Parent-rated Negative Symptoms. 
