Table S4. TEDS SNP QC Results 

	SNP
	SNP Proxy
	Candidate Gene
	Chr
	Position
	Genotyped/Imputed
	Alleles (1/2)
	Call Rate (%)
	MAF
	HWE p-value

	rs1625579
	
	MIR137 
	  1
	98275522
	imputed
	G/T
	  99.05
	0.183
	0.017

	rs10489202
	
	BRP44 
	  1
	166169703
	genotyped
	T/G
	  99.97
	0.250
	0.705

	rs2312147
	
	VRK2 
	  2
	58076432
	imputed
	T/C
	  97.84
	0.376
	0.878

	rs1344706
	
	ZNF804A
	  2
	185486673
	genotyped
	C/A
	  99.11
	0.402
	0.823

	rs2239547
	
	ITIH3-ITIH4 region
	  3
	52830269
	imputed
	C/T
	  97.68
	0.262
	0.402

	rs6904071
	
	MHC region
	  6
	27155235
	imputed
	A/G
	  87.85
	0.159
	1.44 x 10-6

	rs6913660
	
	MHC region
	  6
	27199404
	imputed
	A/C
	  89.18
	0.160
	6.35 x 10-6

	rs13194053
	
	MHC region
	  6
	27251862
	imputed
	C/T
	  88.71
	0.158
	1.60 x 10-6

	rs926300
	rs3800307
	MHC region
	  6
	27293771
	genotyped
	A/T
	100.00
	0.206
	0.957

	rs13219354
	rs4452638
	MHC region
	  6 
	27337244
	genotyped
	A/G
	100.00
	0.137
	0.113

	rs13219181
	rs6938200
	MHC region
	  6
	27339129
	Genotyped
	G/A
	100.00
	0.210
	0.667

	rs6932590
	
	MHC region
	  6
	27356910
	Imputed
	C/T
	  84.87
	0.218
	1.13 x 10-7

	rs3800316
	
	MHC region
	  6
	27364081
	Imputed
	C/A
	  84.52
	0.228
	2.78 x 10-7

	rs13211507
	rs201002
	MHC region
	  6
	27916171
	Genotyped
	G/A
	  99.90
	0.134
	0.939

	rs1233710
	rs2299030
	ZKSCAN4/MHC region
	  6
	2806734
	Genotyped
	C/T
	  99.84
	0.036
	0.033

	rs1635
	rs742107
	NKAPL/MHC region
	  6
	28398693
	Genotyped
	G/T
	  99.97
	0.042
	0.043

	rs2021722
	
	TRIM26/MHC region
	  6
	30282110
	Imputed
	T/C
	  91.56
	0.198
	1.34 x 10-4

	rs3131296
	
	MHC region
	  6
	32280971
	Imputed
	T/C
	  91.37
	0.119
	1.31 x 10-6

	rs10503253
	
	CSMD1
	  8
	4168252
	Imputed
	A/C
	  99.24
	0.192
	0.274

	rs16887244
	
	LSM1
	  8
	38150502
	Genotyped
	G/A
	  99.94
	0.253
	0.777

	rs1488935
	
	WHSC1L1
	  8
	38252950
	Genotyped
	A/G
	  99.94
	0.236
	0.622

	rs7004633
	
	MMP16
	  8
	89829427
	Imputed
	G/A
	  97.78
	0.167
	0.897

	rs10994359
	
	ANK3
	10
	61892113
	Imputed
	C/T
	  99.65
	0.056
	0.401

	rs7914558
	
	CNNM2
	10
	104765898
	Imputed
	A/G
	  99.71
	0.392
	0.881

	rs11191580
	
	NT5C2
	10
	104896201
	Genotyped
	C/T
	100.00
	0.078
	0.805


Table S4. Cont. 
	SNP
	SNP Proxy
	Candidate Gene
	Chr
	Position
	Genotyped/Imputed
	Alleles (1/2)
	Call Rate (%)
	MAF
	HWE p-value

	rs835784
	
	TSPAN18
	11
	44820394
	Genotyped
	A/G
	  99.97
	0.488
	0.887

	rs12807809
	
	NRGN
	11
	124111495
	Genotyped
	C/T
	  98.92
	0.160
	1.31 x 10-5

	rs548181
	
	STT3A
	11
	124966919
	Imputed
	A/G
	  99.65
	0.120
	0.129

	rs4765905
	
	CACNA1C
	12
	2219845
	Genotyped
	C/G
	100.00
	0.341
	0.634

	rs4309482
	
	TCF4/CCDC68
	18
	50901467
	Imputed
	G/A
	  99.97
	0.401
	0.251

	rs12966547
	
	CCDC68
	18
	50903015
	Imputed
	A/G
	  99.68
	0.401
	0.251

	rs9960767
	
	TCF4/ CCDC68
	18
	51306000
	Imputed
	C/A
	  97.53
	0.045
	0.396

	rs17512836
	
	TCF4
	18
	51345959
	Imputed
	C/T
	  99.65
	0.023
	0.006


Note: Chr = chromosome; Positions based on Human Genome Build 36; MAF = the minor allele frequency; HWE = Hardy-Weinberg Equilibrium; SNPs highlighted in bold were rejected from further analyses based on failing to meet set QC parameters.

