Table S3. Comparison of mtDNA HV I molecular diversity estimates among Amerindians [1].
	Population
	h
	θπ (SD)
	Original study

	Chibchans
	
	
	

	Ngobe
	0.763
	5.198 (2.844)
	[2]

	Arsario
	0.725
	4.878 (2.729)
	[3]

	Huetar
	0.709
	4.018 (2.307)
	[4]

	Kuna
	0.592
	3.882 (2.190)
	[5]

	Kogi
	0.524
	3.851 (2.249)
	[3]

	Ijka
	0.184
	1.728 (1.151)
	[3]

	
	
	
	

	Western Lowland South Americans
	
	
	

	Embera
	0.940
	6.673 (3.563)
	[6]

	Wounan
	0.912
	7.569 (4.039)
	[6]

	Cayapa
	0.837
	7.253 (3.888)
	[7]

	
	
	
	

	North Central Andes
	
	
	

	Ancash
	0.981
	6.869 (3.688)
	[8]

	Tayacaja
	0.967
	7.087 (3.739)
	[9]

	Yungay
	0.954
	6.203 (3.353)
	[10]

	Tupe
	0.867
	6.426 (3.598)
	[10]

	
	
	
	

	South Central Andes
	
	
	

	Arequipa (Quechua)
	0.978
	5.961 (3.298)
	[9]

	Aymara Chile
	0.973
	5.843 (3.170)
	[11]

	Quechua Puno 1
	0.972
	6.150 (3.348)
	[10]

	Collas
	0.957
	5.973 (3.284)
	This study

	Coya
	0.970
	6.868 (3.635)
	[12]

	Aymara Puno 1
	0.967
	5.701 (3.263)
	[10]

	Aymara Lake Titicaca
	0.960
	4.904 (2.670)
	[13]

	Quechua Puno 2
	0.960
	6.659 (3.573)
	[14]

	Aymara La Paz
	0.950
	5.843 (3.135)
	[1]

	Aymara Puno 2
	0.947
	3.760 (2.210)
	[14]

	Atacameno
	0.947
	7.365 (3.954)
	[11]

	Quechua Potosi
	0.939
	6.447 (3.411)
	[13]

	
	
	
	

	Southern Andes
	
	
	

	Huilliche
	0.935
	6.838 (3.623)
	[11]

	Tehuelche
	0.916
	6.394 (3.472)
	[11]

	Mapuche (Argentina)
	0.908
	6.427 (3.455)
	[15]

	Yaghan
	0.886
	6.436 (3.635)
	[16]

	Mapuche/Pehuenche
	0.875
	6.823 (3.616)
	[16]

	
	
	
	

	Lowland Bolivians, Department of Beni
	
	
	

	Moxo
	0.960
	7.329 (3.942)
	[17]

	Yuracare
	0.943
	7.326 (4.073)
	[17]

	Chimane/Moseten
	0.926
	6.599 (3.634)
	[18]

	Movima
	0.894
	3.319 (2.063)
	[17]

	Quechua Beni
	0.758
	5.163 (2.956)
	[18]

	
	
	
	

	Gran Chaco
	
	
	

	Pilaga
	0.963
	7.843 (4.147)
	[19]

	Wichí
	0.900
	7.207 (3.580)
	This study

	Wichi
	0.896
	6.798 (3.573)
	[19]

	Toba
	0.869
	5.848 (3.138)
	[19]

	
	
	
	

	Other lowland South Americans
	
	

	Yanomamo
	0.906
	5.554 (2.974)
	[20]

	Guahibo
	0.858
	5.800 (3.121)
	[21]

	Nandeva
	0.844
	3.876 (2.192)
	[22]

	Zoro/Gaviao
	0.842
	4.916 (2.695)
	[23]

	Wayuu
	0.773
	6.739 (3.641)
	[22]

	Kaingang
	0.744
	6.883 (3.630)
	[22]

	Xavante
	0.677
	3.474 (2.043)
	[23]

	M'bya
	0.652
	2.707 (1.661)
	[22]

	Kaiowa
	0.593
	1.791 (1.154)
	[22]

	Ayoreo
	0.473
	2.761 (1.635)
	[24]

	Ache
	0.204
	1.241 (0.884)
	[25]
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