Data Supplement, Figure S4:

LF/Sed LF/Ex

67.67% Firmicutes 58.03% Firmicutes

29.32% Bacteroidetes 40.74% Bacteroidetes

2.15% Actinobacteria 0.53% Proteobacteria

0.27% Proteobacteria 0.28% Other

0.18% Other 0.27% Verrucomicrobia

0.15% Actinobacteria
. < 0.01% Tenericutes

0.10% Verrucomicrobia

0.02% Tenericutes

Total=100.01 Total= 99.83

HF/Sed HF/Ex

76.89% Firmicutes 67.74% Firmicutes

21.69% Bacteroidetes 29.84% Bacteroidetes
0.87% Proteobacteria 2.07% Proteobacteria
0.37% Other 0.30% Other

0.18% Verrucomicrobia 0.03% Verrucomicrobia

< 0.01% Actinobacteria 0.02% Actinobacteria

. < 0.01% Tenericutes . < 0.01% Tenericutes

Total=99.92 Total= 99.87



Data Supplement- Figure S4. Diet and Activity Altered Major and Minor Bacterial Phyla.
Sequencing identified 6 phyla of bacteria in fecal samples based on analysis of the 16S
rRNA gene. Note that not all of the minor phyla were represented in each of the diet

and activity groups. n= 6 mice/group.



