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Figure S5  Genetic alterations in major GBM driver genes and pathways in the two TCGA GBM 
samples with NTRK1 fusion.
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EGFR 1.9 fold amplification 1.3 fold amplification

PDGFRA - -
MET - -

FGFR3 - -
PIK3CA - -
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PTEN - nonsense mutation
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NF1 - -

BRAF - -
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