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Fig. S1. The pipeline for HuMiChip development. Full microbial genome and metagenome sequences were collected as a MotherDB. Protein sequences were searched against seed sequences of selected functional genes using HMMER program. Corresponding nucleotide sequences of the HMMER confirmed sequences were extracted and subjected to probe designing by CommOligo. Specificity for the designed probes was evaluated against MotherDB. The best probes were then selected for microarray fabrication. 


[bookmark: _GoBack]
image1.tiff
—— e —
. Seed Sequences Confirmed Protein
Protein Sequences (KEGG) Sequences

orrespon ing
Nucleotide

MotherDB (____ Sequences

CommOligo

(Genome+Metagenome)
Multiple 50mer

probes

Specifi€ity Evaluation

Verified 50mer
probes

. Microarray |
Microarray Fabrication Probe Database





