Supplementary table S1.  Single nucleotide polymorphisms genotyped, Hardy-Weinberg equilibria and the       				results of allelic association.
	GENE
	SNP ID
	ALLELES
	MAF
	HWE
p-Value
	OR (95%CI)
	P
	Reference

	
	
	minor/major
	cases
	controls
	
	
	
	

	EPHX1
	rs1051740
	C/T
	0.386
	0.404
	0.230
	0.925 (0.687- 1.247)
	0.611
	1

	EPHX1
	rs2234922
	G/A
	0.203
	0.226
	0.099
	0.874 (0.614- 1.246)
	0.457
	

	SOD3
	rs8192287
	T/G
	0.136
	0.127
	0.470
	1.081 (0.701- 1.669)
	0.725
	2

	SOD3
	rs8192288
	T/G
	0.134
	0.127
	0.470
	1.062 (0.687- 1.640)
	0.788
	

	SOD3
	rs1799895
	G/C
	0.066
	0.051
	1.000
	1.298 (0.688- 2.448)
	0.419
	

	CAT
	rs1001179
	A/G
	0.261
	0.257
	0.135
	1.020 (0.731- 1.423)
	0.909
	3

	GSTP1
	rs1695
	G/A
	0.303
	0.274
	0.059
	1.152 (0.833- 1.592)
	0.392
	4

	GSTP1
	rs1138272
	T/C
	0.044
	0.062
	0.428
	0.709 (0.371- 1.354)
	0.295
	

	MMP12
	rs652438
	G/A
	0.061
	0.075
	0.182
	0.803 (0.452- 1.427)
	0.454
	5

	MMP12
	rs2276109
	G/A
	0.044
	0.089
	1.000
	0.476 (0.263- 0.863)
	0.013*
	

	TIMP2
	rs2277698
	A/G
	0.275
	0.274
	0.407
	1.007 (0.726- 1.397)
	0.965
	6

	TIMP2
	rs8179090
	C/G
	0.142
	0.140
	1.000
	1.013 (0.666- 1.540)
	0.953
	

	SERPINE2
	rs6734100
	G/C
	0.174
	0.127
	0.129
	1.449 (0.953- 2.203)
	0.082
	7

	SERPINE2
	rs729631
	G/C
	0.339
	0.288
	0.155
	1.270 (0.925- 1.744)
	0.139
	

	SERPINE2
	rs975278
	A/G
	0.328
	0.281
	0.218
	1.252 (0.910- 1.723)
	0.167
	

	SERPINE2
	rs7583463
	A/C
	0.379
	0.343
	0.069
	1.173 (0.865- 1.591)
	0.305
	

	SERPINE2
	rs16865421
	G/A
	0.218
	0.257
	0.521
	0.808 (0.574- 1.136)
	0.220
	

	SERPINA3
	rs4934
	A/G
	0.436
	0.414
	0.609
	1.094 (0.815- 1.471)
	0.549
	8

	SERPINA3
	rs1800463
	C/T
	0.000
	0.003
	1.000
	NA
	0.203
	

	SERPINA3
	rs17473
	G/C
	0.002
	0.000
	1.000
	NA
	0.431
	

	HHIP
	rs1828591
	G/A
	0.460
	0.414
	0.609
	1.203 (0.896- 1.615)
	0.220
	9

	HHIP
	rs13118928
	G/A
	0.464
	0.411
	0.612
	1.241 (0.924- 1.667)
	0.152
	

	CHRNA3/5
	rs8034191
	C/T
	0.193
	0.216
	0.811
	0.868 (0.605- 1.245)
	0.442
	9

	CHRNA3/5
	rs1051730
	T/C
	0.174
	0.192
	0.789
	0.886 (0.608- 1.291)
	0.529
	

	IREB2
	rs2568494
	A/G
	0.223
	0.253
	0.125
	0.843 (0.599- 1.186)
	0.326
	10

	IREB2
	rs2656069
	G/A
	0.343
	0.397
	0.604
	0.793 (0.586- 1.072)
	0.131
	

	IREB2
	rs1964678
	T/C
	0.477
	0.490
	0.868
	0.949 (0.709- 1.271)
	0.726
	

	IREB2
	rs12593229
	T/G
	0.481
	0.490
	0.868
	0.965 (0.721- 1.293)
	0.813
	

	IREB2
	rs10851906
	G/A
	0.339
	0.394
	1.000
	0.789 (0.583- 1.068)
	0.125
	

	IREB2
	rs965604
	T/C
	0.496
	0.493
	1.000
	1.011 (0.755- 1.353)
	0.944
	

	TGF -β
	rs1800469
	T/C
	0.350
	0.404
	0.392
	0.793 (0.587- 1.071)
	0.129
	11

	IL13
	rs1800925
	T/C
	0.244
	0.182
	1.000
	1.453 (1.009- 2.091)
	0.044*
	12

	TNF α
	rs1800629
	A/G
	0.049
	0.055
	0.056
	0.884 (0.459- 1.702)
	0.711
	13

	IL6
	rs1800795
	C/G
	0.121
	0.168
	0.557
	0.681 (0.451- 1.030)
	0.068
	14

	FAM13A
	rs7671167
	T/C
	0.492
	0.432
	0.094
	1.274 (0.950- 1.708)
	0.106
	15

	SFTPB
	rs1130866
	T/C
	0.420
	0.456
	0.868
	0.864 (0.644- 1.159)
	0.329
	16

	SFTPD
	rs2243639
	T/C
	0.267
	0.216
	1.000
	1.324 (0.937- 1.870)
	0.111
	16

	SFTPD
	rs721917
	T/C
	0.290
	0.267
	1.000
	1.122 (0.809- 1.555)
	0.490
	

	AQP5
	rs3736309
	G/A
	0.263
	0.250
	0.507
	1.069 (0.765- 1.494)
	0.696
	17

	AQP5
	rs296763
	G/C
	0.051
	0.058
	1.000
	0.867 (0.457- 1.642)
	0.660
	

	GC
	rs4588
	A/C
	0.263
	0.281
	0.839
	0.913 (0.658- 1.266)
	0.584
	18

	GC
	rs7041
	T/G
	0.409
	0.442
	0.617
	0.874 (0.651- 1.174)
	0.371
	



*Significant p-values are highlighted in bold italics. The significance was lost after correcting for multiple hypothesis testing by Benjamini–Hochberg False Discovery Rate method. 
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