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Gene Acession numberSCM DMEM

LCN1 gb:NM_002297.1 13.27 3.34

FLJ21610 gb:NM_022751.1 13.2 10.83

SLC15A2 gb:BF223679 12.73 16.23

PAI2/SERPINB2gb:NM_002575.1 12.57 20.35

BHBGT IIB gb:S83374.1  12.55 2.74

FLJ11507 fis gb:AK021569.1 12.54 2.49

LECT2 gb:NM_002302.1 12.44 3.67

EPB41L4 gb:NM_022140.1 12.41 2.41

CGI-96 gb:AL450314.1 12.29 6.59

NME5 gb:NM_003551.1 12.03 0.35

SYT1 gb:AV723167 12 9.02

KIAA1060 gb:AB028983.1 11.95 0.13

TRPC6 gb:NM_004621.2 11.88 0.28

VAMP5 gb:AI814466 11.77 10.37

CCND2 gb:AW026491 11.69 4.22

pseudogene gb:AL163533 11.55 0.49

SH3D5 gb:NM_015385.1  11.36 2.17

DCT gb:AL139318 11.05 3.53

HRMT1L1 gb:U79286.1 10.91 5.21

ELL2 gb:NM_012081.1 10.88 12.08

GADD45G gb:NM_006705.2  10.84 5.63

C11ORF25 gb:AJ300461.1 10.72 0.26

SLC19A3 gb:NM_025243.1 10.71 10.62

GAS2 gb:NM_005256.1 10.55 0.22

DACH gb:NM_004392.1  10.55 0.1

RLBP1 gb:NM_000326.1 10.51 3.11

ADCY1 gb:L05500.1 10.48 0.38

SYT5 gb:NM_003180.1 10.36 0.34

PAD gb:NM_012387.1 10.2 11.25

unknown gb:AL049786.1 10.11 0.18

CTNND2 gb:AF035302.1 10.1 0.2

KIAA0983 gb:AB023200.1 10.07 6.51

OAZ4 gb:AF293339.1 10.04 4.82


Figure S1.  Validation of the polyclonal anti-PIAS1 antibody by immunofluorescence.  

MDA-MB231 cells containing control shRNA or PIAS1 shRNA2 were fixed by 3 different methods as indicated, followed by staining with polyclonal anti-PIAS1. FMA, formaldehyde.

Table S1. Microarray analysis
Fold induction is defined as the ratio of the expression levels of a given gene in PIAS1 shRNA2 vs. control shRNA cells. Genes with greater than 10-fold induction under Stem Cell Media (SCM) condition are shown. 
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Table S1.  Microarray analysis (continued)
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Gene Acession numberSCM DMEM

SPANXA1 gb:NM_013453.1 78.6 18.86

LDOC1 gb:NM_012317.1 58.1 9.04

MMP1 gb:NM_002421.2 36.38 36.18

SPANXA1 gb:NM_013453.1 35.49 28.63

WNT5A gb:NM_003392.1 34.55 6.73

PAEP gb:NM_002571.1 30.65 2.77

GJA7 gb:NM_005497.1 24.01 0.34

WNT5A gb:AI968085 22.7 4.17

SELL gb:NM_000655.2 21.03 3.67

ORM1 gb:NM_000607.1 20.67 2.14

MGC2463 gb:NM_024070.1 19.93 3.29

CD84 gb:AF054816.1 19.92 0.16

HEY1 gb:NM_012258.1 19.19 2.45

MUC5B gb:AI697108 18.21 2.2

FLJ21369 gb:NM_024802.1 17.97 0.04

FZD8 gb:AL121749 17.6 4.18

SCYA8 gb:AI984980 17.17 0.18

MC4R gb:NM_005912.1 16.65 2.28

FLJ22494 gb:NM_024815.1 15.98 0.5

RPL5 gb:U66589.1 15.58 2.19

H4F2 gb:NM_003548.1 15.34 2.52

PSCDBP gb:L06633.1 15.29 0.22

FLJ12130 fis gb:AK022192.1 14.92 5.28

SLC5A7 gb:NM_021815.1 14.86 5.71

APBA2 gb:AW571582 14.32 4.38

NF2 gb:AF122827.1 13.9 22.25

HSD17B2 gb:NM_002153.1 13.89 0.34

SPANXC gb:NM_022661.1 13.81 11.48

FCGR1A gb:X14355.1 13.43 0.41

FLJ10178 gb:AK001040.1 13.3 6.68



Table S2.  Primers used for Q-PCR, ChIP and methylation. 

	Species
	Gene
	5' or 3'
	DNA sequence

	Q-PCR primers:
	 
	 
	 

	human
	WNT5A
	5'
	CAAGGGCTCCTACGAGAGTG

	
	 
	3'
	GCCAGCATGTCTTCAGGCTA

	 
	WNT1
	5'
	CTCCTCCACGAACCTGCTTA

	 
	 
	3'
	CGGATTTTGGCGTATCAGAC 

	 
	CCND2
	5'
	TCACCAACACAGACGTGGAT

	 
	 
	3'
	ACGGTACTGCTGCAGGCTAT

	 
	CCND1
	5'
	GCCATGAACTACCTGGACCG

	 
	 
	3'
	TGATCTGTTTGTTCTCCTCCGC 

	 
	LDOC1
	5'
	GCTGCCAGGCTTACATCTTC

	 
	 
	3'
	CCAGGTTGGTCCTGATCTC

	 
	PAEP
	5'
	ACTATACGGTGGCGAACGAG 

	 
	 
	3'
	CAGGTACTGGCACATCATGC

	 
	ESR1
	5'
	CGGCTCCGTAAATGCTACGA

	 
	 
	3'
	AACATTCTCCCTCCTCTTCGG

	 
	ACTB
	5'
	AGGCACCAGGGCGTGATGG

	 
	 
	3'
	CATGGCTGGGGTGTTGAAGG

	ChIP primers:
	 
	 
	 

	human
	WNT5A
	5'
	GGCCACAGTTGAGTAGTGGT

	 
	 
	3'
	CAACTGTTCCACGGAGAGG

	 
	CCND2
	5'
	TGTTCTGGTCCCTTTAATCG

	 
	 
	3'
	AACGGATCCTAATCCTCCTG 

	 
	ESR1
	5'
	AAACCACCCATGTCCTATTTTG

	 
	 
	3'
	AGGCTGGAAAGTACCCTATGCT

	 
	CCND1
	5'
	TGGGGACCCTCTCATGTAAC

	 
	 
	3'
	TAGAATTTGCCCTGGGACTG

	 
	Satellite 2
	5'
	CATCGAATGGAAATGAAAGGAGTC

	 
	 
	3'
	ACCATTGGATGATTGCAGTCAA

	Methylation primers:
	 
	 
	 

	human
	WNT5A
	5'
	TGGGGTTGGAAAGTTTTAATTAT

	 
	 
	3'
	ACTAAACACCTACCTTCATAAC

	 
	CCND2
	5'
	TTTTGGAGTGAAATATATTAAAGGG

	 
	 
	3'
	CCCCTACATCTAACAAACC

	 
	ESR1
	5'
	TAATGTTTGGTAATAAAGTTTTTATTGG 

	 
	 
	3'
	AAAACCTTCTAAAATACATATAAATCAAAT 
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Gene Acession numberSCM DMEM

LCN1 gb:NM_002297.1 13.27 3.34

FLJ21610 gb:NM_022751.1 13.2 10.83

SLC15A2 gb:BF223679 12.73 16.23

PAI2/SERPINB2gb:NM_002575.1 12.57 20.35

BHBGT IIB gb:S83374.1  12.55 2.74

FLJ11507 fis gb:AK021569.1 12.54 2.49

LECT2 gb:NM_002302.1 12.44 3.67

EPB41L4 gb:NM_022140.1 12.41 2.41

CGI-96 gb:AL450314.1 12.29 6.59

NME5 gb:NM_003551.1 12.03 0.35

SYT1 gb:AV723167 12 9.02

KIAA1060 gb:AB028983.1 11.95 0.13

TRPC6 gb:NM_004621.2 11.88 0.28

VAMP5 gb:AI814466 11.77 10.37

CCND2 gb:AW026491 11.69 4.22

pseudogene gb:AL163533 11.55 0.49

SH3D5 gb:NM_015385.1  11.36 2.17

DCT gb:AL139318 11.05 3.53

HRMT1L1 gb:U79286.1 10.91 5.21

ELL2 gb:NM_012081.1 10.88 12.08

GADD45G gb:NM_006705.2  10.84 5.63

C11ORF25 gb:AJ300461.1 10.72 0.26

SLC19A3 gb:NM_025243.1 10.71 10.62

GAS2 gb:NM_005256.1 10.55 0.22

DACH gb:NM_004392.1  10.55 0.1

RLBP1 gb:NM_000326.1 10.51 3.11

ADCY1 gb:L05500.1 10.48 0.38

SYT5 gb:NM_003180.1 10.36 0.34

PAD gb:NM_012387.1 10.2 11.25

unknown gb:AL049786.1 10.11 0.18

CTNND2 gb:AF035302.1 10.1 0.2

KIAA0983 gb:AB023200.1 10.07 6.51

OAZ4 gb:AF293339.1 10.04 4.82
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Gene Acession numberSCM DMEM

SPANXA1 gb:NM_013453.1 78.6 18.86

LDOC1 gb:NM_012317.1 58.1 9.04

MMP1 gb:NM_002421.2 36.38 36.18

SPANXA1 gb:NM_013453.1 35.49 28.63

WNT5A gb:NM_003392.1 34.55 6.73

PAEP gb:NM_002571.1 30.65 2.77

GJA7 gb:NM_005497.1 24.01 0.34

WNT5A gb:AI968085 22.7 4.17

SELL gb:NM_000655.2 21.03 3.67

ORM1 gb:NM_000607.1 20.67 2.14

MGC2463 gb:NM_024070.1 19.93 3.29

CD84 gb:AF054816.1 19.92 0.16

HEY1 gb:NM_012258.1 19.19 2.45

MUC5B gb:AI697108 18.21 2.2

FLJ21369 gb:NM_024802.1 17.97 0.04

FZD8 gb:AL121749 17.6 4.18

SCYA8 gb:AI984980 17.17 0.18

MC4R gb:NM_005912.1 16.65 2.28

FLJ22494 gb:NM_024815.1 15.98 0.5

RPL5 gb:U66589.1 15.58 2.19

H4F2 gb:NM_003548.1 15.34 2.52

PSCDBP gb:L06633.1 15.29 0.22

FLJ12130 fis gb:AK022192.1 14.92 5.28

SLC5A7 gb:NM_021815.1 14.86 5.71

APBA2 gb:AW571582 14.32 4.38

NF2 gb:AF122827.1 13.9 22.25

HSD17B2 gb:NM_002153.1 13.89 0.34

SPANXC gb:NM_022661.1 13.81 11.48

FCGR1A gb:X14355.1 13.43 0.41

FLJ10178 gb:AK001040.1 13.3 6.68
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						Fold induction

		Gene		Acession number		SCM		DMEM

		SPANXA1		gb:NM_013453.1		78.6		18.86

		LDOC1		gb:NM_012317.1		58.1		9.04

		MMP1		gb:NM_002421.2		36.38		36.18

		SPANXA1		gb:NM_013453.1		35.49		28.63
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		WNT5A		gb:AI968085		22.7		4.17

		SELL		gb:NM_000655.2		21.03		3.67

		ORM1		gb:NM_000607.1		20.67		2.14

		MGC2463		gb:NM_024070.1		19.93		3.29

		CD84		gb:AF054816.1		19.92		0.16

		HEY1		gb:NM_012258.1		19.19		2.45

		MUC5B		gb:AI697108		18.21		2.2

		FLJ21369		gb:NM_024802.1		17.97		0.04

		FZD8		gb:AL121749		17.6		4.18

		SCYA8		gb:AI984980		17.17		0.18

		MC4R		gb:NM_005912.1		16.65		2.28

		FLJ22494		gb:NM_024815.1		15.98		0.5

		RPL5		gb:U66589.1		15.58		2.19

		H4F2		gb:NM_003548.1		15.34		2.52

		PSCDBP		gb:L06633.1		15.29		0.22

		FLJ12130 fis		gb:AK022192.1		14.92		5.28

		SLC5A7		gb:NM_021815.1		14.86		5.71

		APBA2		gb:AW571582		14.32		4.38

		NF2		gb:AF122827.1		13.9		22.25

		HSD17B2		gb:NM_002153.1		13.89		0.34

		SPANXC		gb:NM_022661.1		13.81		11.48

		FCGR1A		gb:X14355.1		13.43		0.41

		FLJ10178		gb:AK001040.1		13.3		6.68

						Fold induction

		Gene		Acession number		SCM		DMEM

		LCN1		gb:NM_002297.1		13.27		3.34

		FLJ21610		gb:NM_022751.1		13.2		10.83

		SLC15A2		gb:BF223679		12.73		16.23

		SERPINB2		gb:NM_002575.1		12.57		20.35

		BHBGT IIB		gb:S83374.1		12.55		2.74

		FLJ11507 fis		gb:AK021569.1		12.54		2.49

		LECT2		gb:NM_002302.1		12.44		3.67

		EPB41L4		gb:NM_022140.1		12.41		2.41

		CGI-96		gb:AL450314.1		12.29		6.59

		NME5		gb:NM_003551.1		12.03		0.35

		SYT1		gb:AV723167		12		9.02

		KIAA1060		gb:AB028983.1		11.95		0.13

		TRPC6		gb:NM_004621.2		11.88		0.28

		VAMP5		gb:AI814466		11.77		10.37

		CCND2		gb:AW026491		11.69		4.22

		pseudogene		gb:AL163533		11.55		0.49

		SH3D5		gb:NM_015385.1		11.36		2.17

		DCT		gb:AL139318		11.05		3.53

		HRMT1L1		gb:U79286.1		10.91		5.21

		ELL2		gb:NM_012081.1		10.88		12.08

		GADD45G		gb:NM_006705.2		10.84		5.63

		C11ORF25		gb:AJ300461.1		10.72		0.26

		SLC19A3		gb:NM_025243.1		10.71		10.62

		GAS2		gb:NM_005256.1		10.55		0.22

		DACH		gb:NM_004392.1		10.55		0.1

		RLBP1		gb:NM_000326.1		10.51		3.11

		ADCY1		gb:L05500.1		10.48		0.38

		SYT5		gb:NM_003180.1		10.36		0.34

		PAD		gb:NM_012387.1		10.2		11.25

		unknown		gb:AL049786.1		10.11		0.18

		CTNND2		gb:AF035302.1		10.1		0.2

		KIAA0983		gb:AB023200.1		10.07		6.51

		OAZ4		gb:AF293339.1		10.04		4.82
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		Gene		Acession number		SCM		DMEM

		SPANXA1		gb:NM_013453.1		78.6		18.86

		LDOC1		gb:NM_012317.1		58.1		9.04

		MMP1		gb:NM_002421.2		36.38		36.18
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		CD84		gb:AF054816.1		19.92		0.16

		HEY1		gb:NM_012258.1		19.19		2.45
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		FLJ21369		gb:NM_024802.1		17.97		0.04

		FZD8		gb:AL121749		17.6		4.18

		SCYAB		gb:AI984980		17.17		0.18

		MC4R		gb:NM_005912.1		16.65		2.28

		FLJ22494		gb:NM_024815.1		15.98		0.5
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