
 

Figure S15: Significance test of genome-wide somatic deletion for urothelial cancer 

samples. 

This figure illustrates (a) statistical significance of somatic deletion provided by GIANT, (b) 

genotyping errors found in spurious deleted region of 6p21.3, (c) homozygous deletions of tumor 

152 and 385 found in significantly deleted region of 8p21.  

  


