	Primer Name
	Sequence

	ARNT2 F
	5’ GGCGCAGACGGAACAAGATG 3’

	ARNT2 R
	5’ CCTTGGGAGTAGATCTGCTG 3’

	hARNT2 R46W F
	5' CCTGCCCGTGGAGGAAAGTGGAGATCTGGAATGGACTTCGATGATGAAGA 3'

	hARNT2 R46W R
	5' TCTTCATCATCGAAGTCCATTCCAGATCTCCACTTTCCTCCACGGGCAGG 3'

	hARNT2 R107H F
	5' CCAGACAAGCTCACCATCCTCCATATGGCCGTCTCGCACATGAAG 3'

	hARNT2 R107H R
	5' CTTCATGTGCGAGACGGCCATATGGAGGATGGTGAGCTTGTCTGG 3'

	hARNT2 R402Q F
	5' CCAAGTCCTGTCGGTCATGTATCAATTTCGAACCAAGAACCGGGAG 3'

	hARNT2 R402Q R
	5' CTCCCGGTTCTTGGTTCGAAATTGATACATGACCGACAGGACTTGG 3'

	hARNT2 W410R F
	5' CGCACCAAGAACCGGGAGCGCATGCTGATCCGCACCAGCAGCT 3'

	hARNT2 W410R R
	5' AGCTGCTGGTGCGGATCAGCATGCGCTCCCGGTTCTTGGTGCG 3'

	hNPAS4 F147A F
	5' TGCCCTGGACACTGATCGGCTAGCCCGCTGCCGCTTCAAC  3'

	hNPAS4 F147A R
	5' GTTGAAGCGGCAGCGGGCTAGCCGATCAGTGTCCAGGGCA  3'

	hNPAS4 F147S F
	5' CTGGACACTGATCGCCTCTCCCGCTGCAGATTCAACAC  3'

	hNPAS4 F147S R
	5' GTGTTGAATCTGCAGCGGGAGAGGCGATCAGTGTCCAG  3'

	hNPAS4 G208C F
	5' CCTGGCCCTGGCCCTTGCCCTGCTAGCCTCTTCC  3'

	hNPAS4 G208C R
	5' GGAAGAGGCTAGCAGGGCAAGGGCCAGGGCCAGG  3'

	hNPAS4 E257K F
	5' GGTATGGACTGCTGCACCCCAAAGATCTGGCCCACGCTTCTGC 3'

	hNPAS4 E257K R
	5' GCAGAAGCGTGGGCCAGATCTTTGGGGTGCAGCAGTCCATACC 3'

	hNPAS4 W293R F
	5' CAAGACTGGAGGCTGGGCGCGCATTTACTGCCTGTTATACTCAGAAGGTC 3'

	hNPAS4 W293R R
	5' GACCTTCTGAGTATAACAGGCAGTAAATGCGCGCCCAGCCTCCAGTCTTG 3'

	hNPAS4 C296R F
	5' AGGCTGGGCATGGATTTACGGTCTACTATACTCAGAAGGTCCAGAGGGA 3'

	hNPAS4 C296R R
	5' TCCCTCTGGACCTTCTGAGTATAGTAGACCGTAAATCCATGCCCAGCCT 3'

	hNPAS4 M317L F
	5' CCCAATCAGTGACCTCGAGGCCTGGAGCCTCCGC 3'

	hNPAS4 M317L R
	5' GCGGAGGCTCCAGGCCTCGAGGTCACTGATTGGG  3'

	hNPAS4 P344A F
	5’ ATGCTGGCAAGCTTCCCTGAAAACATTCTTTCCCAG 3’

	hNPAS4 P344A R 
	5’ CAGGGAAGCTTGCCAGCATGGTCGGAGTGCC 3’ 

	hNPAS4 M359I F
	5’ AAGAGTGCTCGAGCATTAACCCACTCTTCACCGC 3’

	hNPAS4 M359I R
	5’ GGTTAATGCTCGAGCACTCTTCCTGGGAAAGAATGTTTTC 3’

	hNPAS4 P472S F
	5’ GATCAGTTAACGTCCAGCAGTGCAACCTTCCCAG 3’

	hNPAS4 P472S R
	5’ GCACTGCTGGACGTTAACTGATCAGAGAAGGTCGCAGTG 3’

	hNPAS4 Q500K F
	5' CCTCGGTCAGATCTTATGAAGACAAGTTGACTCCCTGCACCTCC  3'

	hNPAS4 Q500K R
	5' GGAGGTGCAGGGAGTCAACTTGTCTTCATAAGATCTGACCGAGG  3'

	hNPAS4 T587M F
	5’ GACTGCATGCTGCTAGCCCTAGCCCAGCTCCG 3’ 

	hNPAS4 T587M R
	5’ TAGGGCTAGCAGCATGCAGTCCCCATTACCAGGGC 3’

	hNPAS4 N702D F
	5’  CCTGATGACATGTTTCTAGAAGAGACGCCCGTGGAAG 3’

	hNPAS4 N702D R
	5’ CTCTTCTAGAAACATGTCATCAGGGTCAGCCAGGAAGT 3’

	hNPAS4 D750Y F
	5’ CTGTCCCCCGAGTACCACAGCTTCCTGGAGGACC 3’

	hNPAS4 D750Y R
	5’ GCTGTGGTACTCGGGGGACAGGTTGTTGCAAGGC 3’

	hNPAS4 T777I F
	5' CCCCTATGATGGGTTTATTGATGAGCTCCATCAACTCCAGAGC  3'

	hNPAS4 T777I R
	5' GCTCTGGAGTTGATGGAGCTCATCAATAAACCCATCATAGGG  3'

	hNPAS4 AscI F
	5' CGATCGCCATGTACCGCTC 3'

	hNPAS4 F1
	5' GCTCGTTTAGTGAACCGTCAG  3'

	hNPAS4 R1
	5' GCCTTGCAGTGGGCTAGTTAG  3'

	hNPAS4 F2
	5' CCCATTTGCCCACCCCATCC  3'

	hNPAS4 R2
	5' CTAGTCCGCCAGTGCCAGC  3'

	hNPAS4 F3
	5' GAGGCCTCTCCAGTCAAGCAG  3'

	hNPAS4 R3
	5' AGGGGTCACAGGGATGCCACCCG  3'

	hNPAS4 bglI F
	5' GAGGAGATCTGCCGCCGC 3'

	EF Pst I F
	5’ TTTTTTTCTTCCATTTCAGGTGTCGTGA 3’ 

	SIM1 PstI R
	5’ GAAGGCTGGTTTGGAGGCTG 3’

	hSIM1 G254E F
	5' TCCAGGGTGGCGGAGCTCACGGAGTACGAACCTCAGGACCTGA 3'

	hSIM1 G254E R
	5' TCAGGTCCTGAGGTTCGTACTCCGTGAGCTCCGCCACCCTGGA 3'

	hSIM1 G254R F
	5' TCCAGGGTGGCGGAGCTCACGCGTTACGAACCTCAGGACCTGA 3'

	hSIM1 G254R R
	5' TCAGGTCCTGAGGTTCGTAACGCGTGAGCTCCGCCACCCTGGA 3'

	hSIM1 F160A F
	5' CCCTACCACTCTCACTTCGTGCAGGAGTATGAGATCGAGCGCTCCGCCTTCCTACGTATGAAGTGCGTCTTGG 3'

	hSIM1 F160A R
	5' ACCTTGTAGCCGCCACAGGTGAGGCCGGCGTTACGCTTGGCCAAGACGCACTTCATACGTAGGAAGGCGGAGC 3'

	hSIM2L  PvuII F
	5' TGCCAAGCTGCTCCCGCTG 3'

	hSIM2L  PvuII R
	5' GGGCCAGCACGCGGTGG 3'

	hSIM2L F160A F
	5' GAGTATGAGATAGAGAGATCTGCCTTTCTTCGAATGAAATGTGTCTTGG 3'

	hSIM2L F160A R
	5' ATTTCATTCGAAGAAAGGCAGATCTCTCTATCTCATACTCTTGGAGCAGG 3'
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