Table S1. Average methylated fraction for each PPOX-targeted line

	Sample
	no. of clones
	CG
	CHG
	CHH

	TGT-1
	15
	0.35
	0.01
	0.00

	WT (Ws)
	9
	0.70
	0.01
	0.00

	TGT-2 (T2, heterozygous)
	24
	0.67
	0.08
	0.01

	TGT-2 (T2, GT allele)
	13
	0.66
	0.09
	0.01

	TGT-2 (T2, WT allele)
	11
	0.67
	0.08
	0.00

	TGT-2 (T3)
	9
	0.73
	0.00
	0.00

	TGT-3 (T2, heterozygous)
	21
	0.77
	0.13
	0.02

	TGT-3 (T2, GT allele)
	11
	0.74
	0.20
	0.02

	TGT-3 (T2, WT allele)
	10
	0.80
	0.05
	0.01

	TGT-3 (T3)
	10
	0.84
	0.15
	0.01

	WT (Col)
	10
	0.68
	0.03
	0.01


