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· R-function #1 (quilt)

· R-function #2 (image.legend)
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Description: Given a row of [image: image2.png]


vector, a column of [image: image4.png]


 vector and cell frequencies[image: image6.png]


, this function converts the frequency table into a semi-quantitative presentation which plots the first variable [image: image8.png](x)



against the second variable [image: image10.png]


and shades the plot with respect to the third variable[image: image12.png](2)



.

Data: 

NSP.txt

The Australian Needle and Syringe Program Survey (ANSPS) [1,2]. The prevalence of hepatitis C virus (HCV) antibody among ANSPS participants were presented by age (in quintiles) (rows) 
[image: image13.wmf]´

 survey years (columns) in a 
[image: image14.wmf]16

5

´

 matrix.  

Format: 

This data frame contains:  

· age in quintiles (row)

· Survey years (columns)

· Prevalence of HCV seropositivity (cell)

Usage:

percs <- t(read.csv(“NSP”)[,-1])

quilt(percs, 

         xlabels =dimnames(percs)[[1]],

         ylabels =dimnames(percs)[[2],

         zlabels =”percentage”,

         col = blend.col(“white”, “black”))

References:
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R-function #1: quilt
[image: image15.png]#HH1884448 R function: quilt ##sddeees

quile <- function(z,xlabels, ylabels, zlabel, range. z=range(z),
col=blend.col ("red", "white"),
xlinits=c(-0.15,1), ylinits=c(-0.25,1.15))

if (missing(zlabel))
2label <- deparse (substitute(z))

numx <= nrow(z)
numy <- neol (z)

% <= s29(0,1, lengthenums+1)
¥ <= 529(0,1, lengthenuny+1)

2 < as.matrix(z)
2[, L:numy] <- z[, nuny:

image (x,7, 2, zlin=range.z,bty="n" xaxt="n" xlab="", ylab="",
yaxt="n", xlin=xlimits, ylin=ylimits, col=col)




[image: image16.png]+# Rdd labels

Lablocx <- seq(L/ (2*numx), 1-1/ (2*numx) , Length=numx)
Lablocy <- seq(L/(2“numy), 1-1/ (2*nuny) , Length=numy)
lablocy <- rev(lablocy)

for (ix in L:numx)
‘text (1ablock [1%],1.03, x1abels [1x] , sro=45, 2dj=0)

for (iy in L:numy)
‘cext (~0.03, lablocy [1y], ylabels [1y], adi=1)

top.left.loc.x <- 0.6*min(xlimits) + 0.4*max(xlimits)
top. left. loc.y <~ 0.2¢*min(ylinits) + 0.12*mex(ylimits)
top.left.loc <- c(top.left.loc.x, top. left. loc.y)
dims.x <- 0.4* (max (xlimits) - min(xlimits))

dims.y <- 0.06* (max(ylinits) - min(ylimics))

dims <- c(dims.x,dins.y)

image. legend (range.z, col, top. left. loc, dims, zlabel)
}
$838848888 End of R function: quilt 8888338884




R-function #2: image.legend
[image: image17.png]#####84444 R function: image.legend #i#iiiiiis
image.legend <- function(zlim,col, top.left.loc, dims, zlab, label.col="black")

[

%.vec <- seq(top.left.10c[1], top. left. loc 1] +dins [1], length=1001)
y.vee <- c(zop. Lefe. Loc[2]-dims (2], top. Left. loc[2])

2.mat < as.matrix(seq(zlim[l],zlim[2], length=1000))

image (x.vec, y.vec, z.mat, col=col, add=]

)

Lines (c(min (x.vec) ,max (x.vec) ) rep (min(y.vec) ,2) ,col=label.col)
Lines (c(min (x.vec) ,mak (x.vec) ), rep (max (y.vec) ,2) ,col=label.col)
Lines (rep (min(x.vec), 2) ¢ (min(y.vec) max (y.vec) ) , col=label.col)
Lines (rep (max (x.vec) , 2) ,c (min(y.vec) ,max (y.vec) ) , col=label.col)

4 2dd the variable name

‘cext (top. 1e£t. 10c[11+0. 5+dins [1], top. 1eft. 10c[2]+0. 35+dins (2],
21ab, col=label.col)




[image: image18.png]4 2dd the variable name

‘text (cop. 1eft. loc (1140 5*dims 1], top. 1eft. loc(2]+0. 35*ims (2],
21ab, col=label.col)

4 2dd the axis

axs.he <- y.vec[1]-0.3*dims (2]

1ines (c(min(x.vec) ,max (x.vec) ), rep (axa.ht, 2) , col=label.col)
cick.nums <- precey(z.mat)

tick.nums <- tick.nums (cick.nums<=max(z.mat)]
tick.nums <- tick.nums[cick.nums>=min(z.mat)]

2t.1ow <- top.lefr.loc[l]
2t.upp <- top.left.loc(1]+dims(1]

sca.fac < (25.upp-2t.1ow)/ (21im(2]-21im(1])
.cick.nums <- zt.low + sca.fac* (cick.nums-zlin[1])

Zor (i in 1:length(vick.nums))
[
Lines (rep(c.tick.nums(i],2) ¢ (axs.ht, axs.ht+0. 2+dins [2])  col=label.col)
text (o tick.nums (1], axs.he-0.35%dins (2],
as.character (vick.nums [1]), col=label.col)
}
}

###4844844 End OF image.legend ###esEEEE




R-function #3: blend.col
[image: image19.png]##48444448 R function: Blend.col HFFFEEFEEE
# For obtaining a vector of blended colours
# between two given colours.

HEE R IR

blend.col <- function(stt.col,end.col,n=100)
1
stt.rgb <- as.vector (col2rgb(stt.col))
end.rgb <- as.vector (col2rgb(end.col))

blend.mat <-  chind(seq(stt.zgb[1],end.zgb[1], length=n),
seq(stt.rgbl2],end.rgb[2], length=n)
seq(stt.rgb[3],end.xgb[3], length=n))

hex.vec <- NULL
for (i in 1:n)
hex.vec <- c(hex.vec, rgb(blend.mat[i,1],blend.mat[i,2],
blend.mat[i,3],max=255))

return (hex.vec)

1

HEEEEEEEEE End of Blend.col HEEEEHEEEE




