Marker Count

150

100

50

Study 1 African American Hardy-Weinberg Errors

3.0

Q
e
range: 0 — 3
total: 455
cut: O (pvalue <107-4)
qba
b
o> oD
Q/b‘ Q/b‘
N
o 1% A
v 2% 20 0 0AN0 QO QAN
| [ [ [ [ [ |
0.0 0.5 1.0 1.5 2.0 2.5

—log( p—value )



Pedigree Count

8 10 12

6

N

Study 1 African American Initial Mendel Errors

Pedigrees

range: 0 -7

PR (R

Number of markers in error

Marker Count

200 300

100

Markers

range: 0 -5
)

o2 (58

Number of pedigrees in error



Individual Count

20 30 40

10

Study 1 African American Initial Missingness

Individuals

range: 0.01 - 0.14
total: 98
cut: 0(0.2)

[
0.00

I
0.02

I
0.04

0.06 0.08 0.10 0.12

Proportion missing (inds > 0.99 excluded)

I
0.14

Marker Count

100 200 300

50

0

Markers

range: 0 — 0.388
total: 455
cut: 71 (0.1)

0.0

Proportion missing (inds > 0.2 excluded)

0.4



Individual Count

15 20 25

10

Study 1 African American Repeat Missingness

Individuals
q;)

> :0.01 - 0.

% rang?ot%l(:ngs o1
cut: 0(0.2)

2O
\(b
/\
©
x
v
N
Q Q
[ I I I I |
0.02 0.04 0.06 0.08 0.10 0.12

Proportion missing (inds > 0.99 excluded)

Marker Count

120

0 20 40 60 80

Markers
\{5\
range: 0 - 0.276
total: 389
cut: 21 (0.1)
N
A2
Na)
P
B e e NN NN
[ I I I I |
0.00 0.05 0.10 0.15 0.20 0.25

Proportion missing (inds > 0.2 excluded)



Marker Count

400

300

200

100

Study 1 European American Hardy-Weinberg Errors

range: 0 — 6
total: 455
cut: 1 (pvalue <107-4)

—log( p—value )



Pedigree Count

15 20 25

10

Study 1 European American Initial Mendel Errors

Pedigrees

range: 0 - 8

PR (%)

Number of markers in error

Marker Count

200 300

100

Markers

range

o5 e

Number of pedigrees in error



Individual Count

120

0 20 40 60 80

Study 1 European American Initial Missingness

Individuals

range: 0.01 — 0.99
total: 163
cut: 2(0.2)

0.0

0.2 0.4 0.6 0.8

Proportion missing (inds > 0.99 excluded)

1.0

Marker Count

200 300

50 100

0

Markers

range: 0 - 0.323
total: 454
cut: 77 (0.1)

<

[
0.00

I I I I I I
0.05 0.10 0.15 0.20 0.25 0.30

Proportion missing (inds > 0.2 excluded)

I
0.35



Individual Count

10 20 30 40 50 60 70

0

Study 1 European American Repeat Missingness

Individuals
Av
range: 0.01 - 0.16
total: 159
cut: 0(0.2)
3\
P
X
el 2% o N
[ I I |
0.00 0.05 0.10 0.15

Proportion missing (inds > 0.99 excluded)

Marker Count

150 200 250

50 100

0

Markers

range: 0 — 0.308
total: 381
cut: 17 (0.1)

[
0.00

I I I I I I
0.05 0.10 0.15 0.20 0.25 0.30

Proportion missing (inds > 0.2 excluded)

I
0.35



Marker Count

150

100

50

Study 2 African American Hardy-Weinberg Errors

%)
\b‘
range: 0 - 5
total: 401
cut: 1 (pvalue <107-4)
\
KN
&
(b"?/
P
A
N
/\
AT O TA OO0 0090909090000 A
[ [ [ [ [ [
0 1 2 3 4 5

—log( p—value )



Pedigree Count

150

100

50

Study 2 African American Initial Mendel Errors

Markers

range: 0 -0
)

o1 5

Pedigrees
r?ntge_:(1)—0
CLRZa (ﬁlg ) o
o —
[ep]
=
3
o 8
5
=
©
= o
o —
O -
| | | |
2 3 4 0

Number of markers in error

Number of pedigrees in error



Individual Count

150

100

50

Study 2 African American Initial Missingness

Individuals
N

range: 0 — 0.28

total: 478

cut: 2(0.2)

o
/\‘b
03%
P
el
2 > N N o o

[ I I I I |
0.00 0.05 0.10 0.15 0.20 0.25

Proportion missing (inds > 0.99 excluded)

Marker Count

100 200 300

50

0

Markers
Q‘l/
E range: 0.006 — 0.578
total: 400
cut: 22 (0.1)
Ao
N o o o o 2
I I T T T T I
0.0 0.1 0.2 0.3 0.4 0.5

Proportion missing (inds > 0.2 excluded)

0.6



Individual Count

100 150

50

Study 2 African American Repeat Missingness

Individuals
.
& range: 0.01 — 0.2

total: 476

cut: 0(0.2)

03%
o
PR
KRG
™ 9 q
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

100 200 300

50

0

Markers
N4
= range: 0.006 — 0.578
total: 381
cut: 3(0.1)
P\
2N Q Q Q Q Q Q LN
[ I I I I I |
0.0 0.1 0.2 0.3 04 0.5

Proportion missing (inds > 0.2 excluded)

0.6



Marker Count

80

60

40

20

Study 2 European American Hardy-Weinberg Errors

range: 0 - 3
total: 401

cut: O (pvalue <107-4)

R NN AN o N oY

0.0

0.5

1.5

—log( p—value )

I
2.0

I
2.5

3.0



Pedigree Count

150 200 250

50 100

0

Study 2 European American Initial Mendel Errors

Markers

range: Q0 — 0
)

o2 58

Pedigrees
o
S —
range: 0 -0
t taB
cut: ) o
o —_
[ep]
=
>
o
o 8 -
) Al
=
©
= o
O —_
O p—
| | | | |
2 3 4 0 1

Number of markers in error

Number of pedigrees in error



Individual Count

150 200 250

100

50

Study 2 European American Initial Missingness

Individuals
ol
I\ range: 0 - 0.23
¥ total: 914
N cut: 6(0.2)
K
S
‘b‘b
(b‘b

O

N \\ A N o
[ I I I |

0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

150 250

50

Markers

range: 0.009 - 0.554
total: 401
cut: 17 (0.1)

0.0

0.1 0.2 0.3 04 0.5

Proportion missing (inds > 0.2 excluded)

0.6



Individual Count

200 300

50 100

0

Study 2 European American Repeat Missingness

Individuals
AV
‘7?3\ ® range: 0 - 0.18
total: 908
cut: 0(0.2)
R
P ©
v
e .
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

150 250

50

Markers
{L\
e range: 0.009 - 0.554
total: 386
cut: 2(0.1)
4
Q Q Q Q Q Q Q A
[ I I I I I |
0.0 0.1 0.2 0.3 04 0.5

Proportion missing (inds > 0.2 excluded)

0.6



Marker Count

300

250

200

150

100

50

Study 3 Han Chinese Hardy-Weinberg Errors

range: 0 -7
total: 390
cut: 2 (pvalue < 107-4)

—log( p—value )



Pedigree Count

100 200 300 400 500

0

Pedigrees

range: Q -

tqtab 61

Study 3 Han Chinese Initial Mendel Errors

Number of markers in error

Markers

range: Q —

6
tqtab Z )

%o
(b‘b
o
o —
[sp]
—
c
3 o
o -
© R
Qo
X
—
=
o
o -
—
Q N o -
I | [ I
6 7 0 1

Number of pedigrees in error



1500 2000

Individual Count
1000

500

Study 3 Han Chinese Initial Missingness

Individuals Markers
S - oS>
range: 0.01 - 0.97 [sp) range: 0.011 — 0.668
total: 2301 total: 388
cut: 24 (0.2) | cut: 15(0.1)
- o
c S —
8 Al
(G
5 —
=
5 8-
8 —
\%OD
N > Q Q Q Q Q > o - D QU Q Q Q >3 Q Q Q Q
I I I I | [ I I I I I
0.2 0.4 0.6 0.8 1.0 0.0 0.1 0.2 0.3 0.4 0.5

Proportion missing (inds > 0.99 excluded) Proportion missing (inds > 0.2 excluded)



Individual Count

400 600 800

200

Study 3 Han Chinese Repeat Missingness

Individuals
A
range: 0 - 0.23
total: 2277
cut: 1(0.2)
$
S
N .
3O o
S ‘b\ \@ ° o S
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

40 60 80 100

20

Markers

'\Q‘V
S range: 0.011 - 0.1

total: 373
cut: 0(0.1)

/\'\

[ I I I
0.02 0.04 0.06 0.08

Proportion missing (inds > 0.2 excluded)

0.10



Marker Count

100

80

60

40

20

Study 4 European American Hardy-Weinberg Errors

Q)‘b
range: 0 — 2
total: 386
cut: O (pvalue <107-4)
4
' A
% Q)‘b
P
®
\
D N
N
A A 6
v v S UV S v NN
| | | | | |
0.0 0.5 1.0 1.5 2.0

—log( p—value )



Pedigree Count

40

30

20

10

Study 4 European American Initial Mendel Errors

Markers

range: 0 — 1

ctuqt:aB 8 )

Pedigrees
o S
ratn e:0-2 ?
cu :aé.(é%) o
O p—
5]
=
>
S g._
5
=
©
= o
o —
N
O p—
| | | | |
2 3 4 0 1

Number of markers in error

Number of pedigrees in error



Individual Count

100 200 300 400 500

0

Study 4 European American Initial Missingness

Individuals Markers
<P o
range: 0 — 0.47 range: 0.002 — 0.714
total: 593 total: 386
cut: 3(0.2) o cut: 3(0.1)
O —_—
15}
c
3
o 8
5 W
<<
(]
= o
o —
o
v 2 A N A N N N A o N N o 9 o N
[ I I I I | [ I I I |
0.0 0.1 0.2 0.3 0.4 0.5 0.0 0.2 0.4 0.6

Proportion missing (inds > 0.99 excluded) Proportion missing (inds > 0.2 excluded)

0.8



Individual Count

200 300 400

100

Study 4 European American Repeat Missingness

Individuals
K
range: 0 - 0.17
total: 590
cut: 0(0.2)
A
13
v O 5o} o) > Q
I I |
0.05 0.10 0.15

0.00

Proportion missing (inds > 0.99 excluded)

Marker Count

100 150 200

50

Markers
\‘-O

v range: 0.002 — 0.132

total: 383
cut: 1(0.1)
40 &
Nl
o Q QU Q Q Q Q Q Q A
| | | | | | | |
0.00 0.02 0.04 0.06 0.08 0.10 0.12

Proportion missing (inds > 0.2 excluded)

0.14



Marker Count

150

100

50

Study 5 Hispanic Hardy—-Weinberg Errors

e
)\b‘
range: 0 - 5
total: 401
cut: 1 (pvalue <107-4)
>
N
(06
o
N S
s\l o) A ®
QAANANAANQOQAOADMAQOQO O QOQOQOQQQA
| | | | | |
0 1 2 3 4 5

—log( p—value )



Pedigree Count

20 30 40 50

10

v

Pedigrees

range: 0 — 8

P (36

Study 5 Hispanic Initial Mendel Errors

Marker Count

Number of markers in error

200 300

100

Markers

range: 0 -7

ctuqt:aB 8 )

Number of pedigrees in error



Individual Count

100 150

50

Study 5 Hispanic Initial Missingness

Individuals
e
range: 0 — 0.24
total: 354
cut: 2(0.2)
‘bb‘
4
©
) K
™ ™ (e} ™ 9
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

100 150 200

50

Markers
s
range: 0 — 0.244
total: 400
cut: 14 (0.1)
R
6@
Q9
N 2 = LN LN Q LN
[ I I I I |
0.00 0.05 0.10 0.15 0.20 0.25

Proportion missing (inds > 0.2 excluded)



Individual Count

150

100

50

Study 5 Hispanic Repeat Missingness

Individuals
Nl

range: 0 - 0.18
total: 343

cut: 0(0.2)

oV
R
A
Na
2 2 e v N
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

100 150 200

50

Markers
NE
range: 0.003 - 0.169
total: 388
cut: 6(0.1)
Ax &
'\‘b \q/
(2.} Qv Q
[ I I |
0.00 0.05 0.10 0.15

Proportion missing (inds > 0.2 excluded)



Marker Count

350

300

250

200

150

100

50

Study 6 Hispanic Hardy—-Weinberg Errors

range: 0 - 8
total: 402
cut: 1 (pvalue < 107-4)

—log( p—value )



Pedigree Count

100 150

50

Study 6 Hispanic Initial Mendel Errors

Pedigrees

rart19te: 0 Y %49
o ('56)

50 100 150 200 250

Number of markers in error

Marker Count

40 60 80 100

20

Markers

rangt;e -10

:0
tuq:aB (338)

Number of pedigrees in error



Individual Count

300 500

100

Study 6 Hispanic Initial Missingness

Individuals Markers
&> . P .
range: 0 — 0.35 8 _ range: 0.008 — 0.181
total: 831 ~ total: 401
cut: 6(0.2) cut: 7(0.1)
o
£ 9
3 ~
3 >
9 o N>
& &1
©
N =
o _|
© ) e}
A ® v
° > N 2% o ©° ) Q N
[ I I I I I I | [ I I I |
0.05 0.10 0.15 0.20 0.25 0.30 0.35 0.00 0.05 0.10 0.15

0.00

Proportion missing (inds > 0.99 excluded)

Proportion missing (inds > 0.2 excluded)

0.20



Individual Count

150 200 250

100

50

Study 6 Hispanic Repeat Missingness

Individuals Markers
(Lb“ —_ \\‘0
range: 0 — 0.21 range: 0.009 — 0.139
total: 776 o total: 395
cut: 1(0.2) o — cut: 3(0.1)
)
< E 8 d
& S o £
O o | %
_q:) © “
EN T Q N
g - :
&
S & R 2
) RS o o)
ko) © N o [} %) q o o N
[ I I I | [ I I I I I I |
0.00 0.05 0.10 0.15 0.20 0.00 0.02 0.04 0.06 0.08 0.10 0.12

Proportion missing (inds > 0.99 excluded) Proportion missing (inds > 0.2 excluded)

0.14



Marker Count

1000 1500 2000 2500 3000

500

Study 7 African American Hardy-Weinberg Errors

range: 0 — 4
total: 5710
cut: O (pvalue <107-4)

—log( p—value )



Pedigree Count

100 150

50

Study 7 African American Initial Mendel Errors

Pedigrees

rart1gte:I 0 T 120
el (140,

40 60 80 100 120

Number of markers in error

Marker Count

5000

3000

1000

0

Markers

range: 0 — 1
S 755

Number of pedigrees in error



Individual Count

300 500 700

100

Study 7 African American Initial Missingness

Individuals
&
range: 0 - 0.23
total: 784
cut: 1(0.2)
A
N Q Q N Q N N Q
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

3000 5000

1000

0

Markers

range: 0 — 0.135
total: 5713
cut: 297 (0.1)

P
R A A" o o o o o o o VL

2

[
0.00

I I I I I I
0.02 0.04 0.06 0.08 0.10 0.12

Proportion missing (inds > 0.2 excluded)

I
0.14



Individual Count

300 500

100

Study 7 African American Repeat Missingness

Individuals
&
range: 0 - 0.18
total: 747
cut: 0(0.2)
‘b\
> N Q Q N Q N N
[ I I I |
0.00 0.05 0.10 0.15 0.20

Proportion missing (inds > 0.99 excluded)

Marker Count

5000

3000

1000

0

Markers

range: 0 — 0.134
total: 5713
cut: 297 (0.1)

N
P

PCCTR s PR NS WY WY « WY « S S « WA < i

a2

[
0.00

I I I I I I
0.02 0.04 0.06 0.08 0.10 0.12

Proportion missing (inds > 0.2 excluded)

I
0.14



	SZ_D1_AA_Hardy-Weinberg_hist_1_HWE
	SZ_D1_AA_mendel_errors_hist_4b_MDE
	SZ_D1_AA_missingness_hist_2_MSG
	SZ_D1_AA_missingness_hist_5b_MSG
	SZ_D1_EA_Hardy-Weinberg_hist_1_HWE
	SZ_D1_EA_mendel_errors_hist_4b_MDE
	SZ_D1_EA_missingness_hist_2_MSG
	SZ_D1_EA_missingness_hist_5b_MSG
	SZ_D11_AA_Hardy-Weinberg_hist_1_HWE
	SZ_D11_AA_mendel_errors_hist_4b_MDE
	SZ_D11_AA_missingness_hist_2_MSG
	SZ_D11_AA_missingness_hist_5b_MSG
	SZ_D11_EA_Hardy-Weinberg_hist_1_HWE
	SZ_D11_EA_mendel_errors_hist_4b_MDE
	SZ_D11_EA_missingness_hist_2_MSG
	SZ_D11_EA_missingness_hist_5b_MSG
	SZ_D12_Hardy-Weinberg_hist_1_HWE
	SZ_D12_mendel_errors_hist_4b_MDE
	SZ_D12_missingness_hist_2_MSG
	SZ_D12_missingness_hist_5b_MSG
	SZ_D21_Hardy-Weinberg_hist_1_HWE
	SZ_D21_mendel_errors_hist_4b_MDE
	SZ_D21_missingness_hist_2_MSG
	SZ_D21_missingness_hist_5b_MSG
	SZ_D22_Hardy-Weinberg_hist_1_HWE
	SZ_D22_mendel_errors_hist_4b_MDE
	SZ_D22_missingness_hist_2_MSG
	SZ_D22_missingness_hist_5b_MSG
	SZ_D23_Hardy-Weinberg_hist_1_HWE
	SZ_D23_mendel_errors_hist_4b_MDE
	SZ_D23_missingness_hist_2_MSG
	SZ_D23_missingness_hist_5b_MSG
	SZ_D24_Hardy-Weinberg_hist_1_HWE
	SZ_D24_mendel_errors_hist_4b_MDE
	SZ_D24_missingness_hist_2_MSG
	SZ_D24_missingness_hist_5b_MSG

