Table S11. Identification of candidate 358 pathogenicity genes through interrogation of the F. virguliforme genome with the PHI database.
	Fv gene 
	Accession
	Organism
	Function/Role
	Reference

	Fv48
	AAO25556.1
	Candida albicans
	guanine nucleotide exchange factor Cdc24
	Eukaryotic Cell 2 (1), 9-18 (2003)

	Fv53
	EAK96144.1
	Candida albicans SC5314
	potential dual specificity phosphatase
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv134
	CAA89133.1
	Saccharomyces cerevisiae
	amidophosphoribosyltransferase
	Direct Submission

	Fv202
	ABX79379.1
	Magnaporthe grisea
	MADS-box MEF2 type transcription factor
	Eukaryotic Cell 7 (5), 791-799 (2008)

	Fv216
	AAT84078.1
	Phaeosphaeria nodorum
	mannitol 1-phosphate dehydrogenase
	Direct Submission

	Fv232
	ABK64184.1
	Cercospora nicotianae
	oxidoreductase
	Microbiology (Reading, Engl.) 153 (PT 8), 2781-2790 (2007)

	Fv270
	AAA17547.1
	Filobasidiella neoformans
	N-myristoyltransferase
	J. Biol. Chem. 269 (4), 2996-3009 (1994)

	Fv274
	AAB09711.1
	Filobasidiella neoformans
	phosphoribosylaminoimidazole carboxylase
	J. Bacteriol. 175 (5), 1405-1411 (1993)

	Fv381
	AAK35180.1
	Cochliobolus carbonum
	histone deacetylase 2"
	Eukaryot Cell. 2002 Aug;1(4):538-47.

	Fv384
	AAQ16572.1
	Botryotinia fuckeliana
	putative mitochondrial cyclophilin 1
	Mol. Microbiol. 50 (5), 1451-1465 (2003)

	Fv426
	AAC62257.1
	Cryptococcus neoformans var. Grubii
	urease
	Infect Immun. 2000 Feb;68(2):443-8.

	Fv449
	AAW72938.1
	Cryptococcus neoformans
	white collar 2
	PLoS Biol. 3 (4), E95 (2005)

	Fv610
	EAK92427.1
	Candida albicans SC5314
	spindle pole antigen
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv624
	BAE72680.1
	Epichloe festucae
	NADPH oxidase
	Plant Cell 18 (4), 1052-1066 (2006)

	Fv645
	AAY42143.1
	Ustilago maydis
	G1 cyclin
	Plant Cell 17 (12), 3544-3560 (2005)

	Fv730
	BAB43823.1
	Candida albicans
	Root hair defective 3 GTP-binding protein (RHD3)
	Direct Submission

	Fv748
	AAK81705.1
	Cryptococcus neoformans var. grubii
	vacuolar (H+)-ATPase subunit
	Direct Submission

	Fv790
	XP_380508.1
	Fusarium graminearum
	hypothetical protein
	Direct Submission

	Fv795
	ABD59787.1
	Stagonospora nodorum
	Cm-dependent protein kinase B
	Direct Submission

	Fv796
	AAD28749.1
	Filobasidiella neoformans
	inositolphosphorylceramide synthase
	Direct Submission

	Fv850
	XP_380552.1
	Fusarium graminearum
	NUCM_NEUCR NADH-ubiquinone oxidoreductase
	Direct Submission

	Fv890
	AAP72037.1
	Cercospora zeae-maydis
	MAP kinase kinase kinase Czk3
	Mol. Plant Microbe Interact. 16 (9), 760-768 (2003)

	Fv908
	EDK03005.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv959
	AAM21494.1
	Cryptococcus neoformans var. grubii
	protein kinase Sch9
	Curr. Genet. 46 (5), 247-255 (2004)

	Fv986
	AAO68935.1
	Salmonella enterica subsp. enterica serovar Typhi str. Ty2
	unknown 
	J. Bacteriol. 185 (7), 2330-2337 (2003)

	Fv1034
	EAK92385.1
	Candida albicans
	hypothetical protein
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv1039
	AAD51715.1
	Candida albicans
	Arrestin (or S-antigen), N-terminal domain
	Mol. Cell. Biol. 20 (3), 971-978 (2000)

	Fv1046
	ABJ98717.1
	Aspergillus fumigatus
	zinc-responsiveness transcriptional activator
	Mol. Microbiol. 64 (5), 1182-1197 (2007)

	Fv1065
	AAB63336.1
	Ustilago maydis
	kinesin motor protein
	EMBO J. 16 (12), 3464-3473 (1997)

	Fv1070
	ABO93363.1
	Mycosphaerella graminicola
	eburicol 14 alpha-demethylase
	Pest Manag. Sci. (2007)

	Fv1106
	EDK05593.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1118
	EAK95207.1
	Candida albicans SC5314
	hypothetical protein"
	Proc Natl Acad Sci U S A. 2004 May 11;101(19):7329-34. 

	Fv1138
	AAK07740.1
	Magnaporthe grisea
	P-type ATPase"
	Plant Cell 13 (9), 1987-2004 (2001)

	Fv1141
	EDK03309.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1157
	EAL00626.1
	Candida albicans
	potential secreted Cu/Zn superoxide dismutase
	Direct Submission

	Fv1161
	AAG25917.1
	Glomerella lindemuthiana
	putative GAL4-like transcriptional activator
	Plant Cell 12 (9), 1579-1590 (2000)

	Fv1234
	CAB87245.1
	Candida albicans
	calcium/mangenease P-type ATPase PMR1
	J Biol Chem. 2005 Jun 17;280(24):23408-15. 

	Fv1328
	EDJ95977.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1336
	EDJ95969.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1355
	EDK05615.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1365
	CAH04535.1
	Claviceps purpurea
	putative serine/threonine kinase
	Direct Submission

	Fv1419
	BAD04045.1
	Colletotrichum lagenarium
	adenylate cyclase
	Mol. Plant Microbe Interact. 17 (12), 1355-1365 (2004)

	Fv1437
	EDJ95999.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1462
	BAA02707.1
	Candida albicans
	chitin synthase III
	Direct Submission

	Fv1485
	AAP94020.2
	Ustilago maydis
	B-type cyclin 2
	J. Cell. Sci. 117 (PT 3), 487-506 (2004)

	Fv1493
	AAK09366.1
	Candida albicans
	zinc finger DNA binding protein
	EMBO J. 20 (17), 4742-4752 (2001)

	Fv1497
	AAG36938.1
	Cryptococcus neoformans var. neoformans
	Uncharacterized conserved protein, contains HAT
	Infect Immun. 2003 Apr;71(4):1988-94.

	Fv1526
	AAT85969.1
	Fusarium oxysporum f. sp. lycopersici
	F-box protein required for pathogenicity
	Mol. Microbiol. 57 (4), 1051-1063 (2005)

	Fv1545
	AAM22475.1
	Cryptococcus neoformans var. grubii
	alternative oxidase
	Infect. Immun. 71 (10), 5794-5802 (2003)

	Fv1698
	ABK64183.1
	Cercospora nicotianae
	reductase
	Mol. Microbiol. 64 (3), 755-770 (2007)

	Fv1714
	AAL35099.1
	Cryptococcus neoformans
	O-acetyltransferase
	Mol. Microbiol. 42 (2), 453-467 (2001)

	Fv1793
	CAC17748.1
	Candida albicans
	trehalose-6-phosphate phosphatase
	Direct Submission

	Fv1796
	EDJ94656.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1809
	EDJ94565.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1813
	EAL01265.1
	Candida albicans
	potential glycoprotein glucosyltransferase
	Direct Submission

	Fv1814
	AAW72937.1
	Cryptococcus neoformans var. neoformans
	white collar 1
	PLoS Biol. 3 (4), E95 (2005)

	Fv1888
	AAG01162.1
	Fusarium oxysporum
	mitogen-activated protein kinase
	Mol. Microbiol. 39 (5), 1140-1152 (2001)

	Fv1917
	EAK97884.1
	Candida albicans SC5314
	potential HSF-type DNA binding transcription
	Direct Submission

	Fv1957
	EAK93180.1
	Candida albicans SC5314
	potential zinc finger transcription factor
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004

	Fv1968
	EDK02450.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv1991
	AAL54912.2
	Candida albicans
	putative transcriptional repressor
	Direct Submission

	Fv2065
	AAK15315.1
	Candida albicans
	regulator of filamentous growth and virulence Rfg1
	Mol. Cell. Biol. 21 (7), 2496-2505 (2001)

	Fv2084
	EDJ98604.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2093
	AAA77678.1
	Colletotrichum gloeosporioides
	unknown
	Plant Cell 7 (2), 183-193 (1995)

	Fv2114
	EAK82380.1
	Ustilago maydis
	hypothetical protein
	Nature 444 (7115), 97-101 (2006)

	Fv2120
	AAK27436.1
	Aspergillus fumigatus
	putative two-component histidine kinase Fos-1
	Direct Submission

	Fv2142
	ABB43267.1
	Botrytis elliptica
	necrosis- and ethylene-inducing protein 2
	Fungal Genet. Biol. 44 (1), 52-63 (2007)

	Fv2157
	CAA81090.1
	Candida albicans
	deduced Candida albicans CDC10 protein
	Mol. Gen. Genet. 242 (6), 689-698 (1994)

	Fv2158
	EAL88984.1
	Aspergillus fumigatus
	1,3-beta-glucanosyltransferase Gel2
	Direct Submission

	Fv2174
	AAN46744.1
	Magnaporthe grisea
	trehalose-6-phosphate synthase subunit 1
	EMBO J. 22 (2), 225-235 (2003)

	Fv2234
	AAO54374.1
	Pseudomonas syringae
	alcohol dehydrogenase, zinc-containing protein
	Proc. Natl. Acad. Sci. U.S.A. 100 (18), 10181-10186 (2003)

	Fv2353
	BAB40947.1
	Magnaporthe grisea
	histidine kinase
	Fungal Genet Biol. 2005 Mar;42(3):200-12. 

	Fv2371
	CAA93142.1
	Botryotinia fuckeliana
	ATP-binding multidrug cassette transporter
	Direct Submission

	Fv2441
	AAB39507.1
	Candida albicans
	topoisomerase I
	Direct Submission

	Fv2446
	ABD59786.1
	Stagonospora nodorum
	Ca/Cm-dependent protein kinase A
	Direct Submission

	Fv2471
	EAK82767.1
	Ustilago maydis
	hypothetical protein
	Nature 444 (7115), 97-101 (2006)

	Fv2490
	EAL02391.1
	Candida albicans SC5314
	hypothetical protein
	Direct Submission

	Fv2538
	CAO82106.1
	Claviceps purpurea
	PAK kinase
	Mol. Microbiol. 68 (2), 405-423 (2008)

	Fv2561
	AAC05307.1
	Candida albicans
	protein-tyrosine phosphatase
	Mol. Biol. Cell 8 (12), 2539-2551 (1997)

	Fv2579
	EDK03302.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2587
	ACB38886.1
	Cercospora zeae-maydis
	putative 6-4 photolyase
	Fungal Genet Biol. 2008 Oct;45(10):1364-72.

	Fv2611
	EDJ95219.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2624
	CAA04716.1
	Claviceps purpurea
	catalase
	Direct Submission

	Fv2631
	AAA96019.1
	Candida albicans
	integrin-like protein alpha Int1p
	Proc Natl Acad Sci U S A. 1996 Jan 9;93(1):357-61.

	Fv2633
	BAC11803.1
	Colletotrichum lagenarium
	Ste12-like transcription factor
	Mol. Plant Microbe Interact. 16 (4), 315-325 (2003)

	Fv2658
	BAC76819.1
	Cryptococcus neoformans
	capsule protein
	Direct Submission

	Fv2683
	AAK31936.1
	Cryptococcus neoformans
	pheromone receptor CPRa1p
	Infect. Immun. 71 (9), 4953-4960 (2003)

	Fv2687
	AAZ95011.1
	Phaeosphaeria nodorum
	delta-aminolevulinic acid synthase
	Microbiology (Reading, Engl.) 152 (PT 5), 1533-1538 (2006)

	Fv2701
	BAD04044.1
	Colletotrichum lagenarium
	catalytic subunit of cAMP-dependent protein
	Direct Submission

	Fv2767
	AAM95700.1
	Fusarium oxysporum
	pH transcription factor
	Mol. Microbiol. 48 (3), 765-779 (2003)

	Fv2771
	EDJ95433.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2806
	AAL84247.1
	Pseudomonas syringae
	type III effector HopI1
	Science 295 (5560), 1722-1726 (2002)

	Fv2813
	CAA42366.2
	Saccharomyces cerevisiae
	beta-isopropyl-malate dehydrogenase
	Yeast 7 (5), 533-538 (1991)

	Fv2861
	EAL01707.1
	Candida albicans
	hypothetical protein
	Direct Submission

	Fv2863
	AAP12366.1
	Gibberella zeae
	acyl CoA ligase-like protein
	Proc. Natl. Acad. Sci. U.S.A. 100 (10), 5980-5985 (2003)

	Fv2899
	EAK81357.1
	Ustilago maydis
	hypothetical protein
	Nature 444 (7115), 97-101 (2006)

	Fv2928
	EDK02952.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2929
	EDK00897.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv2981
	AAN03477.1
	Cryptococcus neoformans var. neoformans
	prolyl isomerase Ess1
	Microbiology (Reading, Engl.) 151 (PT 5), 1593-1605 (2005)

	Fv3078
	AAA34824.1
	Saccharomyces cerevisiae
	orotidine-5'-phosphate decarboxylase monomer
	Gene. 1984 Jul-Aug;29(1-2):113-24.

	Fv3099
	EAL92371.2
	Aspergillus fumigatus Af293
	fatty acid oxygenase PpoC
	Direct Submission

	Fv3222
	AAO19638.1
	Ustilago maydis
	guanyl nucleotide exchange factor Sql2
	Eukaryotic Cell 2 (3), 609-617 (2003)

	Fv3288
	XP_391001.1
	Fusarium graminearum
	hypothetical protein
	Direct Submission

	Fv3311
	BAE72682.1
	Epichloe festucae
	NADPH oxidase
	Plant Cell. 2006 Apr;18(4):1052-66. 

	Fv3327
	AAV41010.1
	Cryptococcus neoformans
	virulence associated DEAD box protein 1
	J. Clin. Invest. 115 (3), 632-641 (2005)

	Fv3334
	AAM81358.1
	Leptosphaeria maculans
	aspartyl proteinase
	Physiol. Mol. Plant Pathol. 62, 305-313 (2003)

	Fv3401
	BAB40769.1
	Fusarium oxysporum
	argininosuccinate lyase
	Direct Submission

	Fv3547
	AAB65427.1
	Magnaporthe grisea
	G alpha subunit
	Mol. Plant Microbe Interact. 10 (9), 1075-1086 (1997)

	Fv3567
	AAP41027.1
	Cryptococcus neoformans
	GSNO reductase
	Curr. Biol. 13 (22), 1963-1968 (2003)

	Fv3582
	EDJ97928.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv3607
	AAF00024.1
	Colletotrichum gloeosporioides
	unknown
	J. Bacteriol. 182 (17), 4688-4695 (2000)

	Fv3641
	EDK03989.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv3672
	EAK93902.1
	Candida albicans
	hypothetical protein
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv3683
	AAK31209.1
	Colletotrichum lagenarium
	cAMP-dependent protein kinase regulatory
	Mol. Plant Microbe Interact. 14 (10), 1149-1157 (2001)

	Fv3687
	AAD55385.1
	Glomerella cingulata
	MAP kinase kinase
	Plant Cell 12 (8), 1331-1343 (2000)

	Fv3696
	AAN32715.1
	Fusarium oxysporum
	protein kinase SNF1
	Curr. Genet. 44 (1), 49-57 (2003)

	Fv3697
	EAK93039.1
	Candida albicans
	hypothetical protein
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv3698
	EDJ95622.1
	Magnaporthe oryzae 70-15
	neutral trehalase
	Nature 434 (7036), 980-986 (2005)

	Fv3713
	BAA24951.1
	Candida albicans
	Histidine Kinase A 
	Microbiology (Reading, Engl.) 144 (PT 2), 425-432 (1998)

	Fv3800
	CAD21519.1
	Claviceps purpurea
	putative bZip transcription factor
	Direct Submission

	Fv3815
	EDK02656.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv3830
	AAL23718.1
	Glomerella graminicola
	chitin synthase B
	Direct Submission

	Fv3832
	AAO19639.1
	Ustilago maydis
	small G-protein Ras2
	Eukaryotic Cell 2 (3), 609-617 (2003)

	Fv3913
	AAM33130.1
	Leptosphaeria maculans
	secreted protein 1
	Mol. Plant Pathol. 3 (6), 487-493 (2002)

	Fv3965
	CAF05793.1
	Ustilago maydis
	alpha-glucosidase II precursor
	Plant Cell 17 (12), 3532-3543 (2005)

	Fv3980
	AAD31929.1
	Aspergillus fumigatus
	para aminobenzoic acid synthetase
	Mol. Microbiol. 36 (6), 1371-1380 (2000)

	Fv4087
	AAB97372.1
	Cryptococcus neoformans var. grubii
	calcineurin A catalytic subunit
	EMBO J. 16 (10), 2576-2589 (1997)

	Fv4097
	AAB88888.1
	Magnaporthe grisea
	imidazole glycerol phosphate dehydratase
	Direct Submission

	Fv4117
	BAE66713.1
	Colletotrichum lagenarium
	hypothetical protein
	Mol. Microbiol. 64 (5), 1332-1349 (2007)

	Fv4220
	EDJ94907.1
	Magnaporthe oryzae 70-15
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv4231
	CAA80454.1
	Magnaporthe grisea
	C-8 sterol isomerase
	Curr. Genet. 25 (6), 531-537 (1994)

	Fv4302
	AAS48112.1
	Cryptococcus neoformans
	lysine and spermidine biosynthesis
	Eukaryotic Cell 3 (3), 752-763 (2004)

	Fv4316
	EDK03750.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv4383
	AAG13937.1
	Filobasidiella neoformans
	calcineurin B regulatory subunit
	Mol. Microbiol. 39 (4), 835-849 (2001)

	Fv4388
	AAD25159.1
	Candida albicans
	CDC2-related protein kinase CRK1
	Mol. Cell. Biol. 20 (23), 8696-8708 (2000)

	Fv4457
	AAN17787.1
	Aspergillus fumigatus
	Ras homolog enriched in brain
	Fungal Genet. Biol. 36 (3), 207-214 (2002)

	Fv4529
	AAF82788.1
	Passalora fulva
	alcohol oxidase
	Mol Plant Microbe Interact. 1997 Dec;10(9):1106-9.

	Fv4703
	CAB52402.1
	Botryotinia fuckeliana
	ABC transporter
	Mol. Plant Microbe Interact. 14 (4), 562-571 (2001)

	Fv4755
	AAN65464.1
	Glomerella lindemuthiana
	major nitrogen regulatory protein
	Mol. Microbiol. 48 (3), 639-655 (2003)

	Fv4772
	EDK03349.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv4906
	CAC50073.1
	Claviceps purpurea
	Cu/Zn-superoxide dismutase
	Mol. Plant Pathol. 3 (1), 9-22 (2002)

	Fv4907
	AAS91580.1
	Phaeosphaeria nodorum
	malate synthase
	Direct Submission

	Fv4916
	CAD43407.1
	Glomerella lindemuthiana
	tetraspanin
	Biochem. Biophys. Res. Commun. 297 (5), 1197-1204 (2002)

	Fv4917
	AAC98913.1
	Candida albicans
	D-arabinono-1,4-lactone oxidase
	Direct Submission

	Fv4992
	CAA70254.1
	Candida albicans
	phosphatidylinositol 3-kinase
	Yeast 16 (10), 933-944 (2000)

	Fv4998
	AAW45289.1
	Cryptococcus neoformans var. neoformans JEC21
	Rho guanyl-nucleotide exchange factor
	Science 307 (5713), 1321-1324 (2005)

	Fv5016
	AAK98783.1
	Magnaporthe grisea
	putative vacuolar ATPase MVP1
	FEMS Microbiol Lett. 2004 Jan 15;230(1):85-90.

	Fv5021
	ABK64180.1
	Cercospora nicotianae
	O-methyltransferase
	Mol. Microbiol. 64 (3), 755-770 (2007)

	Fv5022
	AAS57292.1
	Gibberella zeae
	polyketide synthase
	Proc. Natl. Acad. Sci. U.S.A. 100 (26), 15670-15675 (2003)

	Fv5063
	AAB64668.1
	Saccharomyces cerevisiae
	Cox15p: Cytochrom oxidase assembly factor
	Nature 387 (6632 Suppl), 78-81 (1997)

	Fv5083
	AAS64313.1
	Cochliobolus heterostrophus
	
	Eukaryotic Cell 4 (2), 443-454 (2005)

	Fv5108
	BAB43813.1
	Candida albicans
	CaNAG2
	Eur. J. Biochem. 268 (8), 2498-2505 (2001)

	Fv5109
	BAB43821.1
	Candida albicans
	CaNAG1
	Direct Submission

	Fv5110
	EAK93243.1
	Candida albicans SC5314
	N-acetylglucosamine kinase
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv5193
	EAL19243.1
	Cryptococcus neoformans var. neoformans B-3501A
	hypothetical protein
	Direct Submission

	Fv5217
	EDJ98555.1
	Magnaporthe grisea
	hypothetical protein
	Nature 434 (7036), 980-986 (2005)

	Fv5341
	AAB86640.1
	Magnaporthe grisea
	ABC1 transporter
	EMBO J. 18 (3), 512-521 (1999)

	Fv5390
	AAK00131.1
	Magnaporthe grisea
	Deuterolysin metalloprotease (M35) family
	Plant Cell 12 (11), 2019-2032 (2000)

	Fv5403
	ABB55459.1
	Leptosphaeria maculans
	probable 3-ketoacyl-CoA thiolase
	Mol. Plant Microbe Interact. 19 (6), 588-596 (2006)

	Fv5433
	AAF69680.1
	Candida albicans
	high-affinity iron permease CaFTR1
	Science 288 (5468), 1062-1064 (2000)

	Fv5509
	AAC61890.1
	Candida albicans
	phospholipase B precursor
	J. Biol. Chem. 273 (40), 26078-26086 (1998)

	Fv5591
	ABP98949.1
	Magnaporthe grisea
	Cyt_b561_FRRS1_like
	Direct Submission

	Fv5597
	AAA02743.1
	Saccharomyces cerevisiae
	hsp82 protein
	J. Biol. Chem. 259 (9), 5745-5751 (1984)

	Fv5600
	AAX78216.1
	Fusarium oxysporum
	beta-1,3-glucanosyltransferase"
	The following term was not found in Protein: AAX7821.

	Fv5618
	EAK95175.1
	Candida albicans SC5314
	mannosylation of inositolphosphorylceramid
	Proc. Natl. Acad. Sci. U.S.A. 101 (19), 7329-7334 (2004)

	Fv5678
	XP_759763.1
	Ustilago maydis
	hypothetical protein
	Direct Submission

	Fv5748
	AAN10186.1
	Ustilago maydis
	cell cycle regulatory protein
	Direct Submission

	Fv5767
	AAD42978.1
	Candida albicans
	adenylate cyclase-associated protein homolog
	J. Bacteriol. 183 (10), 3211-3223 (2001)

	Fv5768
	AAB88887.2
	Magnaporthe grisea
	carnitine acetyl transferase
	Direct Submission

	Fv5778
	XP_382108.1
	Fusarium graminearum
	hypothetical protein
	Direct Submission

	Fv5779
	AAX07670.1
	Magnaporthe grisea
	MSP1 protein-like protein
	Direct Submission

	Fv5782
	ABR12478.1
	Fusarium oxysporum
	Ctf1
	Mol. Plant Pathol. 9 (3), 293-304 (2008)

	Fv5809
	AAB84285.1
	Ustilago maydis
	class V chitin synthase
	Fungal Genet. Biol. 22 (3), 199-208 (1997)

	Fv5810
	AAO49384.1
	Fusarium oxysporum
	class V chitin synthase
	Direct Submission

	Fv5838
	ABN41464.1
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