
Akk
erm

an
sia

Cop
rob

ac
illu

s

La
ch

no
sp

ira
ce

ae
 In

c. 
Sed

.

Syn
tro

ph
oc

oc
cu

s

Erys
ipe

lot
ric

ha
ce

ae
 In

c. 
Sed

.

Bifid
ob

ac
ter

iac
ea

e

Ente
roc

oc
cu

s

Cori
ob

ac
ter

ine
ae

0.0

0.2

0.4

0.6

0.8
R

el
at

iv
e 

ab
un

da
nc

e

#6b, RCDI after relapse

#6a, RCDI

Figure S3. Microbiota changes between RCDI samples collected from the same 
patient before the first FMT (#6a) and, after antibiotic-induced relapse, before the 
second FMT (#6b). Relative abundances of all taxonomic genera (>1%) are shown.


