Figure S2. Bayesian Skyline Plot (BSP) for mtDNA haplogroup LO in eastern Africa (A), southern
Africa (B) and central/western Africa (C), for mtDNA haplogroup LOa (D), mtDNA haplogroups
LOd and LOk (E), mtDNA haplogroups LOd and LOk in South Khoesan-speaking populations (F),
mtDNA haplogroups LOd and LOk in South Bantu-speaking populations (G), and in four random
African mtDNA datasets (H-K).
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