TaHsfA2d-Nucleotide sequence of genomic clone (sequence in lower case represents intron):
GAGCCAGCCAAAGACCACCTGCGTTGCGTGCCACTGTGCTACCCAATTCTTTGGTTCTTTGGATTCTTCCGTTTGCGACAGGAGATCGCTGGTTGTTTGCTTGCTCGGCCACGAGGAGGAATGGACCGGGTGCTGCTGCCGGTGAGGGTGAAGGAGGAGTGGCCGCCGCCGCCGCCGGAGGAGGAGGAGGAGTTGGAGCACGGGGGCCTGGCGCCGCGGCCGATGGAGGGGCTGCACGAGACTGGCCCGCCGCCGTTCCTGACCAAGACGTTCGACCTGGTGGCGGACCCGGCCACCGACGGCGTCGTCTCCTGGGGCCGCGCCGGGAACAGCTTCGTCGTCTGGGACCCGCACCTCTTCGCCGCCGTGCTGCTCCCGCGCTTCTTCAAGCACAGCAACTTCTCCAGCTTCGTCCGTCAGCTCAACACCTACGtgagtatctcctctcctggcctgcctcctcctctggttgcctagtaaggttactcagtcattacttgttcagttaacctccacttgcgagacgcttgcttgtgttgttgcaattacaatcttgcatttgtagaaccaagattttagccgagtcgctcgagcaagagatgacccaaaaatgatatatatcagggcaacatttggtgctcgtcttacaactgtggtgactatggtggtcaccatgaatattggtatgcatctgattctggaatgacataaacatacaaaaacaaatatataagatggttcagtttggtagttgtgtacgaattatgaaagaagagtaacatttatagcttctcttagcatctagcggtaagcggttctatatggcagtgaactttactagttgccggcatgttttttgtgtgtgttggtgttggctgtgtgcatccagaggccgggtgtatactcattgtgttttgtatccgcttgatgcttcattttgaactaataaaatccaccctttgtcgaaaaaattcatggcagtgaactatgttactgtgattctcttccctttgtgtaaatcttgtatatctacaattgatcagcaaagaagctgcaaactagaattatttgttttttgcctctggtttgaagggtgaacatagcttgatcttcaacagactacgatagctatggtactagtactcctactaggatagataggatccttcaatatctctgccactatctgcttacgtaaagtcatggagaatcattggattcgatggaaaaatgaggttggggccaatcccttggcagaggcatgtgcatagaaccttatttcctgaattcttcttgatacttgagaacaaggagatgctgggaagctgaatagcctgcctcttcttgacgaacatatttaatttctgacatggtctttctccaacttcttactgtgttgctagatggatcaagacaccggctgaagctacaagaacctgcttatttgttctagaagactcctttcatcaccatcaagcaatatagtatactactacctattcttccactacttataaatttgggcataacactatgtgaaacctaccattttatatgttgtgaagtatgccatgctagttgagctttgctgcttgtggcttctgaacttgagctaactgcagttgttctgctactctttgtgtttctcgaaactaaaataaatatgtgacttgttctgcaatttgcaggGTTTTAGAAAGATCGATCCAGACAGATGGGAATTCGCGAACGAGGGTTTCATTCGGGGCCAGAGACAGCTTCTAAAGATGATAAAGAGGAGGAGACCATTGTCCTATCTCCCTTCACCACAACATCAGGCCCTTGGCTCCTGCCTCGAGGTTGGCCAGTTCGGATTGGACGAAGAAATCGAAGTGCTAAAGCGCGACAAGAACGCCTTACTCGAAGAGGTGGTGAAACTGAGGCAGGAGCAGCAGAGCAGCGGAGCTGACATGCGAGCCATGGAAGAGAGGCTGCACCGCGTCGAGCAGAAGCAGCTCCAGATGATGGGTTTCCTGGCAAGAGCAATACAGAACCTTGACTTCTTTCTTCAGTTGATCCAGCAACAAGATAAACTGAAGGATCTTGAGGACGCTTATTCGAACAAGAGGAGGAGGTCCATCGACGTAATGCCGTTCCTTGGCCCTGAGGGGGCCAGTCAGAGTGAGCCACTCGAGTCCACATTCATATTTGAGGACAGGGAATTTTCAGAGCTGGAGAATTTAGCCATGAACATTCAGGGGATCAGGAAGGGCATGGAGGGTGACAGAGGTGGTCGGGATCAAGGCTGCGGTGAGGCCGAACTGACTGACGACTTCTGGGAGGAGCTGCTGAGTGAAGGAATGAGGGATGAAGCTGAGATGGTAGAGCTGGAAAGGAGGAGATCTAGATATGTCGACGCGTAGCGCAAAGTATGGGTCATTTAAGTAACAGCGATCCAAAATCTACCAGAATTCATAACCATTTAATCTATATACCATTGTATTGATAGCTGTATTGTATATTGTAGTGCTAATTCATAGTCATAGACTGATTGTATTGCGGTTCCACACCGATTATGTGGTAGTATATATCTAGTCGTATAAAAACTATCCCTGGATTCTCATCGGCAGTTTTCTACTCTGATGATCTTTGTTCATACTCAGGCCTACTGAATGAATGATTGTTCTTGGTTTAGAATCTGCC
TaHsfA2d-Nucleotide sequence of cDNA clone accession number KF061193 (sequence in lower case represents 5` and 3`UTR with poly A-tail respectively):
gagccagccaaagaccacctgcgttgcgtgccactgtgctacccaattctttggttctttggattcttccgtttgcgacaggagatcgctggttgtttgcttgctcggccacgaggaggaATGGACCGGGTGCTGCTGCCGGTGAGGGTGAAGGAGGAGTGGCCGCCGCCGCCGCCGGAGGAGGAGGAGGAGTTGGAGCACGGGGGCCTGGCGCCGCGGCCGATGGAGGGGCTGCACGAGACTGGCCCGCCGCCGTTCCTGACCAAGACGTTCGACCTGGTGGCGGACCCGGCCACCGACGGCGTCGTCTCCTGGGGCCGCGCCGGGAACAGCTTCGTCGTCTGGGACCCGCACCTCTTCGCCGCCGTGCTGCTCCCGCGCTTCTTCAAGCACAGCAACTTCTCCAGCTTCGTCCGTCAGCTCAACACCTACGGTTTTAGAAAGATCGATCCAGACAGATGGGAATTCGCGAACGAGGGTTTCATTCGGGGCCAGAGACAGCTTCTAAAGATGATAAAGAGAAGGAGACCATTGTCCTATCTCCCTTCACCACAACATCAGGCCCTTGGCTCCTGCCTCGAGGTTGGCCAGCTCGGATTGGACGAAGAAATCGAAGTGCTAAAGCGCGACAAGAACGCCTTACTCGAAGAGGTGGTGAAACTGAGGCAGGAGCAGCAGAGCAGCAGAGCTGACATGCGAGCCATGGAAGAGAGGCTGCACCGCGTCGAGCAGAAGCAGCTCCAGATGATGGGTTTCCTGGCAAGAGCAATACAGAACCCTGACTTCTTTCTTCAGTTGATCCAGCAACAAGATAAACTGAAGGATCTTGAGGACGCTTATTCGGACAAGAGGAGGAGGTCCATCGACGTAATGCCGTTCCTTGGCCCTGAGGGGGCCAGTCAGAGTGAGCCACTCGAGTCCACATTCATATTTGAGGACAGGGAATTTTCAGAGCTGGAGAATTTAGCCATGAACATTCAGGGGATCAGGAAGGGCATGGAGGGTGACAGAGGTGGTCGGGATCAAGGTTGCGGTGAGGCCGAACTGACTGACGACTTCTGGGAGGAGCTGCTGAGTGAAGGAATGAGGGATGAAGCTGAGATGGTAGAGCTGGAAAGGAGGAGATCTAGATATGTCGACGCGTAGcgcaaagtatgggccatttaagtagcagcgatccaaaatctaccagaattcataaccatttaatctatataccattgtattgatagctgtattgtatattgtagtgctaattcatagtcatagactgattgtattgcggttccacaccgattatgtggtagtatatatctagtcgtataaaaactatccctggattctcatcggcaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa
TaHsfA2d-deduced amino acid sequence (341 residues):
MDRVLLPVRVKEEWPPPPPEEEEELEHGGLAPRPMEGLHETGPPPFLTKTFDLVADPATDGVVSWGRAGNSFVVWDPHLFAAVLLPRFFKHSNFSSFVRQLNTYGFRKIDPDRWEFANEGFIRGQRQLLKMIKRRRPLSYLPSPQHQALGSCLEVGQLGLDEEIEVLKRDKNALLEEVVKLRQEQQSSRADMRAMEERLHRVEQKQLQMMGFLARAIQNPDFFLQLIQQQDKLKDLEDAYSDKRRRSIDVMPFLGPEGASQSEPLESTFIFEDREFSELENLAMNIQGIRKGMEGDRGGRDQGCGEAELTDDFWEELLSEGMRDEAEMVELERRRSRYVDA
