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Fig. S2a ML cladogram using the TrN+I+G model of nucleotide substitution (-logL = 2105.87) and depicting relationships among haplotypes of P. teleius (blue). Haplotypes for P. nausithous (red) are collapsed. Bootstrap values in percent (>50%) are given. Origin of haplotypes according to Table S1; * haplotypes associated with Wolbachia infected individuals 
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Fig. S2b ML cladogram using the TrN+I+G model of nucleotide substitution (-logL = 2105.87) and depicting relationships among haplotypes of P. nausithous (red). Haplotypes for P. teleius (blue) are collapsed. Bootstrap values in percent (>50%) are given. Origin of haplotypes according to Table S1; * haplotypes associated with Wolbachia infected individuals
