Table S1. Potential modification sites of Flabarins and conservation between species
	
	
	L. donovani/

infantum
	L. major
	L. mexicana
	L. braziliensis
	T. cruzi
	T. vivax
	T. congolense
	T. brucei

	N-glycosylationa
	N267
	+
	+
	+
	+
	-
	
	
	

	O-glycosylationb
	T225
	+
	+
	+
	+
	-
	-
	-
	

	Palmitoylationc
	C4
	+
	+
	+
	+
	+
	-
	+
	+

	Protein tyrosine kinased
	Y132
	+
	+
	+
	+
	-
	-
	-
	-

	AMPc/GMPc dependent

kinasee
	S286
	+
	+
	+
	+
	
	
	
	

	Casein kinase IIf
	T48
	+
	+
	+
	+
	-
	-
	-
	-

	
	T217
	+
	+
	+
	+
	-
	+
	-
	-

	
	T260
	+
	+
	-
	-
	
	
	
	

	
	S275
	+
	+
	+
	+
	+
	
	
	

	
	S286
	+
	+
	+
	+
	
	
	
	

	
	T313
	+
	+
	+
	-
	
	
	
	

	Protein kinase Cg
	S116
	+
	+
	+
	+
	-
	-
	-
	-

	
	T129
	+
	-
	+
	+
	+
	-
	-
	-

	
	T137
	+
	+
	+
	+
	-
	-
	+
	+

	
	S153
	+
	+
	+
	+
	+
	-
	+
	+

	
	T185
	+
	+
	+
	+
	-
	-
	-
	-

	
	S269
	+
	+
	+
	-
	-
	
	
	

	
	T313
	+
	+
	+
	-
	
	
	
	


Dark grey (+), conserved sites; light grey (-), non-conserved sites; white, absent (shorter protein sequence).
a: predicted by NetNGlyc (http://www.cbs.dtu.dk/services/NetNGlyc/) and Predict Protein (http://www.predictprotein.org/)

b: predicted by OGPET (http://ogpet.utep.edu/main.php)
c: predicted by CSS-PALM (http://csspalm.biocuckoo.org) 
d, e, f, and g: predicted by Predict Protein (http://www.predictprotein.org/)
N, arginine; T, threonine; C, cysteine; Y, tyrosine; and S, serine.
