[bookmark: _GoBack]Table S3. Migration rates between genetic groups A-D in the Estonian-Latvian wolf population based on the results of software Bayesass v1.3. Means of the posterior distributions of m, the migration rate into each genetic group, are shown. 95% confidence limits are shown in parentheses. The groups into which individuals migrated are listed in the rows, while the origins of the migrants are listed in the columns. Values along the diagonal are the proportions of individuals derived from the source genetic group each generation. Migration rates  ≥ 0.10 are in bold. 

	Genetic group
	Group A
	Group B
	Group C
	Group D

	Group A
	0.69 (0.67; 0.72)
	0.00 (0.00; 0.02)
	0.00 (0.00; 0.02)
	0.30 (0.27; 0.32)

	Group B
	0.02 (0.00; 0.06)
	0.84 (0.77; 0.95)
	0.00 (0.00; 0.02)
	0.13 (0.02; 0.21)

	Group C
	0.02 (0.00; 0.05)
	0.06 (0.02; 0.13)
	0.71 (0.68; 0.77)
	0.21 (0.13; 0.27)

	Group D
	0.00 (0.00; 0.02)
	0.00 (0.00; 0.02)
	0.00 (0.00; 0.02)
	0.96 (0.94; 0.99)







