[bookmark: _GoBack]Table S2. Comparisons of pairwise FST values above the diagonal and pairwise values of derived estimates of Nm below the diagonal for genetic groups A-D in the Estonian-Latvian wolf population. In comparisons of pairwise FST *P < 0.05, number of permutations = 1023.

	Genetic group
	A
	B
	C
	D

	A
	-
	0.05*
	0.04*
	0.05*

	B
	4.97
	-
	0.04*
	0.07*

	C
	7.07
	6.25
	-
	0.05*

	D
	5.33
	3.53
	4.66
	-





