Supporting Information Table S1. Public sequence datasets used in RBFLDB.

Data type Dataset Organism No. entries URL Version Utility in RBFLDB
NCBI nr all 17,829,843 ftp://ftp.ncbi.nlm.nih.gov/blast/db/ 11-Apr-12
UniProt (TTEMBL + Swiss- all 21,174.559 ftp://ftp.uniprot.org/pub/databases/uniprot/curren 2 1-Mar-12
Prot) t release/knowledgebase/complete/
. . . . . . ftp://ftp.arabidopsis.org/home/tair/Sequences/bla
Proteome sequence TAIR Arabidopsis protein Arabidopsis thaliana 35,386 ot datasets/ TAIR10 blastsets/ 10 Functional prediction
RAP-DB protein Oryza sativa 42,105 http://rapdb.dna.affrc.go.jp/download/irgsp1.html 2
ftp://ftp.plantbiology.msu.edu/pub/data/Eukaryot
TIGR/MSU Rice protein Oryza sativa 66,338 ic_Projects/o_sativa/annotation_dbs/pseudomole 7
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